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SEQUENCE LISTING 



Atty.^fcketNo.: MNI-132CP 



<110> Acton, Susan L. et al, 



<120> ANGIOTENSIN CONVERTING ENZYME HOMOLOG AND THERAPEUTIC 
DIAGNOSTIC USES THEREFOR 

<130> MNI-132CP 

<140> 09/163, 648 
<141> 1998-09-30 

<150> 08/989,299 
<151> 1997-12-11 

<160> 24 

<170> Patentln Ver. 2.0 




<210> 1 

<211> 3396 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (821 



(2496) 



<400> 1 

gaattcggct tccatcctaa tacgactcac tatagggctc gagcggccgc ccggg.gcagg 60 



tatcttggct cacaggggac g atg tea age tct tec tgg etc ctt etc age 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser 
15 10 

ctt gtt get gta act get get cag tec acc att gag gaa cag gee aag 
Leu Val Ala Val Thr Ala Ala Gin Ser Thr He Glu Glu Gin Ala Lys 
15 20 25 

aca ttt ttg gac aag ttt aac cac gaa gee gaa gac ctg ttc tat caa 
Thr Phe Leu Asp Lys Phe Asn His Glu Ala Glu Asp Leu Phe Tyr Gin 
30 35 40 

agt tea ctt get tct tgg aat tat aac acc aat att act gaa gag aat 
Ser Ser Leu Ala Ser Trp Asn Tyr Asn Thr Asn He Thr Glu Glu Asn 
45 50 55 

gtc caa aac atg aat aat get ggg gac aaa tgg tct gee ttt tta aag 
Val Gin Asn Met Asn Asn Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys 
60 65 70 

gaa cag tec aea ctt gee caa atg tat cca eta caa gaa att cag aat 
Glu Gin Ser Thr Leu Ala Gin Met Tyr Pro Leu Gin Glu He Gin Asn 
75 80 85 90 

etc aca gtc aag ctt cag ctg cag get ctt cag caa aat ggg tct tea 
Leu Thr Val Lys Leu Gin Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser 
95 100 105 

gtg ctg tea gaa gac aag age aaa egg ttg aac aca att eta aat aca 
Val Leu Ser Glu Asp Lys Ser Lys Arg Leu Asn Thr He Leu Asn Thr 
110 H5 120 



111 



159 



207 



255 



303 



351 



399 



447 
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atg age acc 
Met Ser Thr 
125 

caa gaa tgc 
Gin Glu Cys 
140 

agt tta gac 
Ser Leu Asp 
155 

gag gtc ggc 
Glu Val Gly 



aaa aat gag 
Lys Asn Glu 



tgg aga gga 
Trp Arg Gly 
205 

cgc ggc cag 
Arg Gly Gin 
220 

cca tta tat 
Pro Leu Tyr 
235 

gec tat cct 
Ala Tyr Pro 



ctt ggt gat 
Leu Gly Asp 



gtt ccc ttt 
Val Pro Phe 
285 

gac cag gec 
Asp Gin Ala 
300 

ttt gta tct 
Phe Val Ser 
315 

tec atg eta 
Ser Met Leu 



aca get tgg 
Thr Ala Trp 



ate tac agt 
lie Tyr Ser 



tta tta ctt 
Leu Leu Leu 



tac aat gag 
Tyr Asn Glu 
160 

aag cag ctg 
Lys Gin Leu 
175 

atg gca aga 
Met Ala Arg 
190 

gac tat gaa 
Asp Tyr Glu 



ttg att gaa 
Leu lie Glu 



gaa cat ctt 
Glu His Leu 
240 

tec tat ate 
Ser Tyr lie 
255 

atg tgg ggt 
Met Trp Gly 
270 

gga cag aaa 
Gly Gin Lys 



tgg gat gca 
Trp Asp Ala 



gtt ggt ctt 
Val Gly Leu 
320 

acg gac cca 
Thr Asp Pro 
335 

gac ctg ggg 
Asp Leu Gly 
350 



act gga aaa 
Thr Gly Lys 
130 

gaa cca ggt 
Glu Pro Gly 
145 

agg etc tgg 
Arg Leu Trp 



agg cca tta 
Arg Pro Leu 



gca aat cat 
Ala Asn His 
195 

gta aat ggg 
Val Asn Gly 
210 

gat gtg gaa 
Asp Val Glu 
225 

cat gec tat 
His Ala Tyr 



agt cca att 
Ser Pro lie 



aga ttt tgg 
Arg Phe Trp 
275 

cca aac ata 
Pro Asn lie 
290 

cag aga ata 
Gin Arg lie 
305 

cct aat atg 
Pro Asn Met 



gga aat gtt 
Gly Asn Val 



aag ggc gac 
Lys Gly Asp 
355 



gtt tgt aac 
Val Cys Asn 



ttg aat gaa 
Leu Asn Glu 
150 

get tgg gaa 
Ala Trp Glu 
165 

tat gaa gag 
Tyr Glu Glu 
180 

tat gag gac 
Tyr Glu Asp 



gta gat ggc 
Val Asp Gly 



cat acc ttt 
His Thr Phe 
230 

gtg agg gca 
Val Arg Ala 
245 

gga tgc etc 
Gly Cys Leu 
260 

aca aat ctg 
Thr Asn Leu 



gat gtt act 
Asp Val Thr 



ttc aag gag 
Phe Lys Glu 
310 

act caa gga 
Thr Gin Gly 
325 

cag aaa gca 
Gin Lys Ala 
340 

ttc agg ate 
Phe Arg lie 



cca gat aat 
Pro Asp Asn 
135 

ata atg gca 
lie Met Ala 



age tgg aga 
Ser Trp Arg 



tat gtg gtc 
Tyr Val Val 
185 

tat ggg gat 
Tyr Gly Asp 
200 

tat gac tac 
Tyr Asp Tyr 
215 

gaa gag att 
Glu Glu lie 



aag ttg atg 
Lys Leu Met 



cct get cat 
Pro Ala His 
265 

tac tct ttg 
Tyr Ser Leu 
280 

gat gca atg 
Asp Ala Met 
295 

gec gag aag 
Ala Glu Lys 



ttc tgg gaa 
Phe Trp Glu 



gtc tgc cat 
Val Cys His 
345 

ctt atg tgc 
Leu Met Cys 
360 



cca 495 
Pro 



aac 543 
Asn 



tct 591 

Ser 

170 

ttg 639 
Leu 



tat 687 
Tyr 



age 735 
Ser 



aaa 783 
Lys 

aat 831 

Asn 

250 

ttg 879 
Leu 



aca 927 
Thr 



gtg 975 
Val 



ttc 1023 
Phe 



aat 1071 

Asn 

330 

ccc 1119 
Pro 



aca 1167 
Thr 
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aag gtg aca atg gac gac ttc ctg aca get cat cat gag atg ggg cat 1215 

Lys Val Thr Met Asp Asp Phe Leu Thr Ala His His Glu Met Gly His 
365 370 375 

ate cag tat gat atg gca tat get gca caa cct ttt ctg eta aga aat 1263 

lie Gin Tyr Asp Met Ala Tyr Ala Ala Gin Pro Phe Leu Leu Arg Asn 
380 385 390 

gga get aat gaa gga ttc cat gaa get gtt ggg gaa ate atg tea ctt 1311 

Gly Ala Asn Glu Gly Phe His Glu Ala Val Gly Glu lie Met Ser Leu 
395 400 405 410 

tct gca gee aca cct aag cat tta aaa tec att ggt ctt ctg tea ccc 1359 

Ser Ala Ala Thr Pro Lys His Leu Lys Ser lie Gly Leu Leu Ser Pro 
415 420 425 

gat ttt caa gaa gac aat gaa aca gaa ata aac ttc ctg etc aaa caa 1407 

Asp Phe Gin Glu Asp Asn Glu Thr Glu lie Asn Phe Leu Leu Lys Gin 

430 435 440 

gca etc acg att gtt ggg act ctg cca ttt act tac atg tta gag aag 1455 

Ala Leu Thr lie Val Gly Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys 
445 450 455 

tgg agg tgg atg gtc ttt aaa ggg gaa att ccc aaa gac cag tgg atg 1503 

Trp Arg Trp Met Val Phe Lys Gly Glu lie Pro Lys Asp Gin Trp Met 
460 465 470 

aaa aag tgg tgg gag atg aag cga gag ata gtt ggg gtg gtg gaa cct 1551 

Lys Lys Trp Trp Glu Met Lys Arg Glu lie Val Gly Val Val Glu Pro 
475 480 485 490 

gtg ccc cat gat gaa aca tac tgt gac ccc gca tct ctg ttc cat gtt 1599 

Val Pro His Asp Glu Thr Tyr Cys Asp Pro Ala Ser Leu Phe His Val 
495 500 505 

tct aat gat tac tea ttc att cga tat tac aca agg ace ctt tac caa 1647 

Ser Asn Asp Tyr Ser Phe lie Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin 

510 515 520 

ttc cag ttt caa gaa gca ctt tgt caa gca get aaa cat gaa ggc cct 1695 

Phe Gin Phe Gin Glu Ala Leu Cys Gin Ala Ala Lys His Glu Gly Pro 
525 530 535 

ctg cac aaa tgt gac ate tea aac tct aca gaa get gga cag aaa ctg 1743 

Leu His Lys Cys Asp lie Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu 
540 545 550 

ttc aat atg ctg agg ctt gga aaa tea gaa ccc tgg ace eta gca ttg 1791 

Phe Asn Met Leu Arg Leu Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu 
555 560 565 570 

gaa aat gtt gta gga gca aag aac atg aat gta agg cca ctg etc aac 1839 

Glu Asn Val Val Gly Ala Lys Asn Met Asn Val Arg Pro Leu Leu Asn 
575 580 585 



tac ttt gag ccc tta ttt ace tgg ctg aaa gac cag aac aag aat tct 1887 
Tyr Phe Glu Pro Leu Phe Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser 
590 595 600 
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ttt gtg gga tgg agt acc gac tgg agt cca tat gca gac caa age ate 1935 
Phe Val Gly Trp Ser Thr Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie 
605 610 615 

aaa gtg agg ata age eta aaa tea get ctt gga gat aaa gca tat gaa 1983 
Lys Val Arg lie Ser Leu Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu 
620 625 630 

tgg aac gac aat gaa atg tac ctg ttc cga tea tct gtt gca tat get 2031 
Trp Asn Asp Asn Glu Met Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala 
635 640 645 650 

atg agg cag tac ttt tta aaa gta aaa aat cag atg att ctt ttt ggg 2079 
Met Arg Gin Tyr Phe Leu Lys Val Lys Asn Gin Met lie Leu Phe Gly 
655 660 665 

gag gag gat gtg cga gtg get aat ttg aaa cca aga ate tec ttt aat 2127 
Glu Glu Asp Val Arg Val Ala Asn Leu Lys Pro Arg lie Ser Phe Asn 
670 675 680 

ttc ttt gtc act gca cct aaa aat gtg tct gat ate att cct aga act 2175 
Phe Phe Val Thr Ala Pro Lys Asn Val Ser Asp lie lie Pro Arg Thr 
685 690 695 

gaa gtt gaa aag gec ate agg atg tec egg age cgt ate aat gat get 2223 
Glu Val Glu Lys Ala lie Arg Met Ser Arg Ser Arg lie Asn Asp Ala 
700 705 710 

ttc cgt ctg aat gac aac age eta gag ttt ctg ggg ata cag cca aca 2271 
Phe Arg Leu Asn Asp Asn Ser Leu Glu Phe Leu Gly lie Gin Pro Thr 
715 720 725 730 

ctt gga cct cct aac cag ccc cct gtt tec ata tgg ctg att gtt ttt 2319 
Leu Gly Pro Pro Asn Gin Pro Pro Val Ser lie Trp Leu lie Val Phe 
735 740 745 

gga gtt gtg atg gga gtg ata gtg gtt ggc att gtc ate ctg ate ttc 2367 
Gly Val Val Met Gly Val lie Val Val Gly lie Val lie Leu lie Phe 
750 755 760 

act ggg ate aga gat egg aag aag aaa aat aaa gca aga agt gga gaa 2415 
Thr Gly lie Arg Asp Arg Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu 
765 770 775 

aat cct tat gec tec ate gat att age aaa gga gaa aat aat cca gga 2463 
Asn Pro Tyr Ala Ser lie Asp lie Ser Lys Gly Glu Asn Asn Pro Gly 
780 785 790 

ttc caa aac act gat gat gtt cag acc tec ttt tagaaaaatc tatgtttttc 2516 
Phe Gin Asn Thr Asp Asp Val Gin Thr Ser Phe 
795 800 805 

ctcttgaggt gattttgttg tatgtaaatg ttaatttcat ggtatagaaa atataagatg 2576 
ataaagatat cattaaatgt caaaactatg actctgttca gaaaaaaaat tgtccaaaga 2636 
caacatggcc aaggagagag catcttcatt gaeattgett tcagtattta tttctgtctc 2696 
tggatttgac ttctgttctg tttcttaata aggattttgt attagagtat attagggaaa 2756 
gtgtgtattt ggtctcacag gctgttcagg gataatctaa atgtaaatgt ctgttgaatt 2816 
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tctgaagttg aaaacaagga tatatcattg gagcaagtgt tggatcttgt atggaatatg 2876 

gatggatcac ttgtaaggac agtgcctggg aactggtgta gctgcaagga ttgagaatgg 2936 

catgcattag ctcactttca tttaatccat tgtcaaggat gacatgcttt cttcacagta 2996 

actcagttca agtactatgg tgatttgcct acagtgatgt ttggaatcga tcatgctttc 3056 

ttcaaggtga caggtctaaa gagagaagaa tccagggaac aggtagagga cattgctttt 3116 

tcacttccaa ggtgcttgat caacatctcc ctgacaacac aaaactagag ccaggggcct 3176 

ccgtgaactc ccagagcatg cctgatagaa actcatttct actgttctct aactgtggag 3236 

tgaatggaaa ttccaactgt atgttcaccc tctgaagtgg gtacccagtc tcttaaatct 3296 

tttgtatttg ctcacagtgt ttgagcagtg ctgagcacaa agcagacact caataaatgc 3356 

tagatttaca cactcaaaaa aaaaaaaaaa gggcggccgc 3396 



<210> 2 
<211> 805 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser Leu Val Ala Val Thr Ala 
1 5 10 15 

Ala Gin Ser Thr lie Glu Glu Gin Ala Lys Thr Phe Leu Asp Lys Phe 
20 25 30 

Asn His Glu Ala Glu Asp Leu Phe Tyr Gin Ser Ser Leu Ala Ser Trp 
35 40 45 

Asn Tyr Asn Thr Asn lie Thr Glu Glu Asn Val Gin Asn Met Asn Asn 
50 55 60 

Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys Glu Gin Ser Thr Leu Ala 
65 70 75 80 

Gin Met Tyr Pro Leu Gin Glu lie Gin Asn Leu Thr Val Lys Leu Gin 
85 90 95 

Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser Val Leu Ser Glu Asp Lys 
100 105 110 

Ser Lys Arg Leu Asn Thr lie Leu Asn Thr Met Ser Thr lie Tyr Ser 
115 120 125 

Thr Gly Lys Val Cys Asn Pro Asp Asn Pro Gin Glu Cys Leu Leu Leu 
130 135 140 

Glu Pro Gly Leu Asn Glu lie Met Ala Asn Ser Leu Asp Tyr Asn Glu 
145 150 155 160 

Arg Leu Trp Ala Trp Glu Ser Trp Arg Ser Glu Val Gly Lys Gin Leu 
165 170 175 



Acton, Susan L. et al. 



-6- 



Atty.^fccetNo.: MNI-132CP 



Arg Pro Leu Tyr 
180 

Ala Asn His Tyr 
195 

Val Asn Gly Val 
210 

Asp Val Glu His 
225 

His Ala Tyr Val 



Ser Pro lie Gly 
260 

Arg Phe Trp Thr 
275 

Pro Asn lie Asp 
290 

Gin Arg lie Phe 
305 

Pro Asn Met Thr 



Gly Asn Val Gin 
340 

Lys Gly Asp Phe 
355 

Phe Leu Thr Ala 
370 

Tyr Ala Ala Gin 
385 

His Glu Ala Val 



His Leu Lys Ser 
420 

Glu Thr Glu lie 
435 

Thr Leu Pro Phe 
450 

Lys Gly Glu lie 
465 

Lys Arg Glu lie 



Glu Glu Tyr Val 



Glu Asp Tyr Gly 
200 

Asp Gly Tyr Asp 
215 

Thr Phe Glu Glu 
230 

Arg Ala Lys Leu 
245 

Cys Leu Pro Ala 



Asn Leu Tyr Ser 
280 

Val Thr Asp Ala 
295 

Lys Glu Ala Glu 
310 

Gin Gly Phe Trp 
325 

Lys Ala Val Cys 



Arg lie Leu Met 
360 

His His Glu Met 
375 

Pro Phe Leu Leu 
390 

Gly Glu lie Met 
405 

lie Gly Leu Leu 



Asn Phe Leu Leu 
440 

Thr Tyr Met Leu 
455 

Pro Lys Asp Gin 
470 

Val Gly Val Val 
485 



Val Leu Lys Asn 
185 

Asp Tyr Trp Arg 



Tyr Ser Arg Gly 
220 

lie Lys Pro Leu 
235 

Met Asn Ala Tyr 
250 

His Leu Leu Gly 
265 

Leu Thr Val Pro 



Met Val Asp Gin 
300 

Lys Phe Phe Val 
315 

Glu Asn Ser Met 
330 

His Pro Thr Ala 
345 

Cys Thr Lys Val 



Gly His lie Gin 
380 

Arg Asn Gly Ala 
395 

Ser Leu Ser Ala 
410 

Ser Pro Asp Phe 
425 

Lys Gin Ala Leu 



Glu Lys Trp Arg 
460 

Trp Met Lys Lys 
475 

Glu Pro Val Pro 
4 90 



Glu Met Ala Arg 
190 

Gly Asp Tyr Glu 
205 

Gin Leu lie Glu 



Tyr Glu His Leu 
240 

Pro Ser Tyr lie 
255 

Asp Met Trp Gly 
270 

Phe Gly Gin Lys 
285 

Ala Trp Asp Ala 



Ser Val Gly Leu 
320 

Leu Thr Asp Pro 
335 

Trp Asp Leu Gly 
350 

Thr Met Asp Asp 
365 

Tyr Asp Met Ala 



Asn Glu Gly Phe 
400 

Ala Thr Pro Lys 
415 

Gin Glu Asp Asn 
430 

Thr lie Val Gly 
445 

Trp Met Val Phe 



Trp Trp Glu Met 
480 

His Asp Glu Thr 
495 
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Tyr Cys Asp Pro Ala Ser Leu Phe His Val Ser Asn Asp Tyr Ser Phe 
500 505 510 

lie Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin Phe Gin Phe Gin Glu Ala 
515 520 525 

Leu Cys Gin Ala Ala Lys His Glu Gly Pro Leu His Lys Cys Asp lie 
530 535 540 

Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu Phe Asn Met Leu Arg Leu 
545 550 555 560 

Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu Glu Asn Val Val Gly Ala 
565 570 575 

Lys Asn Met Asn Val Arg Pro Leu Leu Asn Tyr Phe Glu Pro Leu Phe 
580 585 590 

Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser Phe Val Gly Trp Ser Thr 
595 600 605 

Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie Lys Val Arg lie Ser Leu 
610 615 620 

Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu Trp Asn Asp Asn Glu Met 
625 630 635 640 

Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala Met Arg Gin Tyr Phe Leu 
645 650 655 

Lys Val Lys Asn Gin Met lie Leu Phe Gly Glu Glu Asp Val Arg Val 
660 665 670 

Ala Asn Leu Lys Pro Arg lie Ser Phe Asn Phe Phe Val Thr Ala Pro 
675 680 685 

Lys Asn Val Ser Asp lie lie Pro Arg Thr Glu Val Glu Lys Ala lie 
690 695 700 

Arg Met Ser Arg Ser Arg lie Asn Asp Ala Phe Arg Leu Asn Asp Asn 
705 710 715 720 

Ser Leu Glu Phe Leu Gly lie Gin Pro Thr Leu Gly Pro Pro Asn Gin 
725 730 735 

Pro Pro Val Ser lie Trp Leu lie Val Phe Gly Val Val Met Gly Val 
740 745 750 

lie Val Val Gly lie Val He Leu He Phe Thr Gly lie Arg Asp Arg 
755 760 765 

Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu Asn Pro Tyr Ala Ser He 
770 775 780 

Asp He Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 
785 790 795 800 



Val Gin Thr Ser Phe 
805 
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<210> 3 

<211> 2415 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atgtcaagct cttcctggct ccttctcagc cttgttgctg taactgctgc tcagtccacc 60 
attgaggaac aggccaagac atttttggac aagtttaacc acgaagccga agacctgttc 120 
tatcaaagtt cacttgcttc ttggaattat aacaccaata ttactgaaga gaatgtccaa 180 
aacatgaata atgctgggga caaatggtct gcctttttaa aggaacagtc cacacttgcc 240 
caaatgtatc cactacaaga aattcagaat ctcacagtca agcttcagct gcaggctctt 300 
cagcaaaatg ggtcttcagt gctgtcagaa gacaagagca aacggttgaa cacaattcta 360 
aatacaatga gcaccatcta cagtactgga aaagtttgta acccagataa tccacaagaa 420 
tgcttattac ttgaaccagg tttgaatgaa ataatggcaa acagtttaga ctacaatgag 480 
aggctctggg cttgggaaag ctggagatct gaggtcggca agcagctgag gccattatat 540 
gaagagtatg tggtcttgaa aaatgagatg gcaagagcaa atcattatga ggactatggg 600 
gattattgga gaggagacta tgaagtaaat ggggtagatg gctatgacta cagccgcggc 660 
cagttgattg aagatgtgga acataccttt gaagagatta aaccattata tgaacatctt 720 
catgcctatg tgagggcaaa gttgatgaat gcctatcctt cctatatcag tccaattgga 780 
tgcctccctg ctcatttgct tggtgatatg tggggtagat tttggacaaa tctgtactct 840 
ttgacagttc cctttggaca gaaaccaaac atagatgtta ctgatgcaat ggtggaccag 900 
gcctgggatg cacagagaat attcaaggag gccgagaagt tctttgtatc tgttggtctt 960 
cctaatatga ctcaaggatt ctgggaaaat tccatgctaa cggacccagg aaatgttcag 1020 
aaagcagtct gccatcccac agcttgggac ctggggaagg gcgacttcag gatccttatg 1080 
tgcacaaagg tgacaatgga cgacttcctg acagctcatc atgagatggg gcatatccag 1140 
tatgatatgg catatgctgc acaacctttt ctgctaagaa atggagctaa tgaaggattc 1200 
catgaagctg ttggggaaat catgtcactt tctgcagcca cacctaagca tttaaaatcc 1260 
attggtcttc tgtcacccga ttttcaagaa gacaatgaaa cagaaataaa cttcctgctc 1320 
aaacaagcac tcacgattgt tgggactctg ccatttactt acatgttaga gaagtggagg 1380 
tggatggtct ttaaagggga aattcccaaa gaccagtgga tgaaaaagtg gtgggagatg 1440 
aagcgagaga tagttggggt ggtggaacct gtgccccatg atgaaacata ctgtgacccc 1500 
gcatctctgt tccatgtttc taatgattac tcattcattc gatattacac aaggaccctt 1560 
taccaattcc agtttcaaga agcactttgt caagcagcta aacatgaagg ccctctgcac 1620 
aaatgtgaca tctcaaactc tacagaagct ggacagaaac tgttcaatat gctgaggctt 1680 
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ggaaaat cag 


aaccct ggac 


cctagcat tg 


gaaaat gttg 


taggagcaaa 


gaacatgaat 


1740 


gtaaggccac 


t get caacta 


ctttgagccc 


ttatttacct 


ggctgaaaga 


ccagaacaag 


1800 


aat t cttt t g 


tgqaatqqaq 

z) zj zj zj zj zj 


taccgactgg 


agtccatatg 


cagaccaaag 


catcaaagtg 


1860 


aggataagcc 


t aaaat cage 


t ct tggagat 


aaagcatatg 


aatggaacga 


caatgaaatg 


1920 


tacct gt t cc 


gatcat ctgt 


tgeatatget 


atqaqgcagt 

zj z) zj z> 


actttttaaa 


agtaaaaaat 


1980 


cagat gat t c 


tttt t gggga 


qqaqqatqtq 

3 3 3 ;? ZJ ZJ 


cgaqtgqct a 


atttgaaacc 


aagaatctcc 


2040 


tttaatttct 


ttgtcactgc 


acctaaaaat 


gtgtctgata 


tcattcctag 


aactgaagtt 


2100 


gaaaaggcca 


t caggat gt c 


ccggagccgt 


atcaatgatg 


ctttccgtct 


gaatgacaac 


2160 


agcct agagt 


tt ct gggga t 


acagccaaca 


cttggacct c 


ctaaccagcc 


ccctgtttcc 


2220 


atatggctga 


ttgtttttgg 


agttgtgatg 


ggagtgatag 


tggttggcat 


tgtcat cctg 


2280 


atcttcactg 


ggatcagaga 


teggaagaag 


aaaaataaag 


caagaagtgg 


agaaaatcct 


2340 


tatgcctcca 


tcgatattag 


caaaggagaa 


aataatccag 


gattccaaaa 


cactgatgat 


2400 


gttcagacct 


ccttt 










2415 



<210> 4 
<211> 732 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Gly Gin Gly Trp Ala Thr Ala Gly Leu Pro Ser Leu Leu Phe Leu 
1 5 . 10 15 

Leu Leu Cys Tyr Gly His Pro Leu Leu Val Pro Ser Gin Glu Ala Ser 
20 25 30 

Gin Gin Val Thr Val Thr His Gly Thr Ser Ser Gin Ala Thr Thr Ser 
35 40 45 

Ser Gin Thr Thr Thr His Gin Ala Thr Ala His Gin Thr Ser Ala Gin 
50 55 60 

Ser Pro Asn Leu Val Thr Asp Glu Ala Glu Ala Ser Lys Phe Val Glu 
65 70 75 80 

Glu Tyr Asp Arg Thr Ser Gin Val Val Trp Asn Glu Tyr Ala Glu Ala 
85 90 95 

Asn Trp Asn Tyr Asn Thr Asn lie Thr Thr Glu Thr Ser Lys lie Leu 
100 105 110 

Leu Gin Lys Asn Met Gin lie Ala Asn His Thr Leu Lys Tyr Gly Thr 
115 120 125 

Gin Ala Arg Lys Phe Asp Val Asn Gin Leu Gin Asn Thr Thr lie Lys 
130 135 140 
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Arg He He Lys Lys Val Gin Asp Leu Glu Arg Ala Ala Leu Pro Ala 
145 150 155 160 

Gin Glu Leu Glu Glu Tyr Asn Lys He Leu Leu Asp Met Glu Thr Thr 
165 170 175 

Tyr Ser Val Ala Thr Val Cys His Pro Asn Gly Ser Cys Leu Gin Leu 
180 185 190 

Glu Pro Asp Leu Thr Asn Val Met Ala Thr Ser Arg Lys Tyr Glu Asp 
195 200 205 

Leu Leu Trp Ala Trp Glu Gly Trp Arg Asp Lys Ala Gly Arg Ala He 
210 215 220 

Leu Gin Phe Tyr Pro Lys Tyr Val Glu Leu He Asn Gin Ala Ala Arg 
225 230 235 240 

Leu Asn Gly Tyr Val Asp Ala Gly Asp Ser Trp Arg Ser Met Tyr Glu 
245 250 255 

Thr Pro Ser Leu Glu Gin Asp Leu Glu Arg Leu Phe Gin Glu Leu Gin 
260 265 270 

Pro Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg Ala Leu His Arg 
275 280 285 

His Tyr Gly Ala Gin His He Asn Leu Glu Gly Pro He Pro Ala His 
290 295 300 

Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn He Tyr Asp Leu 
305 310 315 320 

Val Val Pro Phe Pro Ser Ala Pro Ser Met Asp Thr Thr Glu Ala Met 
325 330 335 

Leu Lys Gin Gly Trp Thr Pro Arg Arg Met Phe Lys Glu Ala Asp Asp 
340 345 350 

Phe Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro Glu Phe Trp Asn 
355 360 365 

Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val Cys His 
370 375 380 

Ala Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg He Lys Gin 
385 390 395 400 

Cys Thr Thr Val Asn Leu Glu Asp Leu Val Val Ala His His Glu Met 
405 410 415 

Gly His He Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val Ala Leu 
420 425 430 

Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala He Gly Asp Val Leu 
435 440 445 



Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser Leu Asn Leu Leu 
450 455 460 
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Ser Ser Glu Gly Gly Ser Asp Glu His Asp lie Asn Phe Leu Met Lys 
465 470 475 480 

Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe Ser Tyr Leu Val Asp 
485 490 495 

Gin Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr Lys Glu Asn Tyr 
500 505 510 

Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu Cys Pro 
515 520 525 

Pro Val Pro Arg Thr Gin Gly Asp Phe Asp Pro Gly Ala Lys Phe His 
530 535 540 

lie Pro Ser Ser Val Pro Tyr lie Arg Tyr Phe Val Ser Phe lie lie 
545 550 555 560 

Gin Phe Gin Phe His Glu Ala Leu Cys Gin Ala Ala Gly His Thr Gly 
565 570 575 

Pro Leu His Lys Cys Asp lie Tyr Gin Ser Lys Glu Ala Gly Gin Arg 
580 585 590 

Leu Ala Thr Ala Met Lys Leu Gly Phe Ser Arg Pro Trp Pro Glu Ala 
595 600 605 

Met Gin Leu lie Thr Gly Gin Pro Asn Met Ser Ala Ser Ala Met Leu 
610 615 620 

Ser Tyr Phe Lys Pro Leu Leu Asp Trp Leu Arg Thr Glu Asn Glu Leu 
625 630 635 640 

His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Asn Trp Thr Pro Asn Ser 
645 650 655 

Ala Arg Ser Glu Gly Pro Leu Pro Asp Ser Gly Arg Val Ser Phe Leu 
660 665 670 

Gly Leu Asp Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp Leu Leu 
675 680 685 

Leu Phe Leu Gly lie Ala Leu Leu Val Ala Thr Leu Gly Leu Ser Gin 
690 695 700 

Arg Leu Phe Ser lie Arg His Arg Ser Leu His Arg His Ser His Gly 
705 710 715 720 

Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 
725 730 



<210> 5 
<211> 732 
<212> PRT 
<213> Murine sp. 

<220> 

<223> Description of Artificial Sequence :mot if s 



<400> 5 
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Met Gly Gin Gly Trp Ala Thr Pro Gly Leu Pro Ser Phe Leu Phe Leu 
15 10 15 

Leu Leu Cys Cys Gly His His Leu Leu Val Leu Ser Gin Val Ala Thr 
20 25 30 

Asp His Val Thr Ala Asn Gin Gly lie Thr Asn Gin Ala Thr Thr Arg 
35 40 45 

Ser Gin Thr Thr Thr His Gin Ala Thr lie Asp Gin Thr Thr Gin lie 
50 55 60 

Pro Asn Leu Glu Thr Asp Glu Ala Lys Ala Asp Arg Phe Val Glu Glu 
65 70 75 80 

Tyr Asp Arg Thr Ala Gin Val Leu Leu Asn Glu Tyr Ala Glu Ala Asn 
85 90 95 

Trp Gin Tyr Asn Thr Asn lie Thr lie Glu Gly Ser Lys lie Leu Leu 
100 105 110 

Glu Lys Ser Thr Glu Val Ser Asn His Thr Leu Lys Tyr Gly Thr Arg 
115 120 125 

Ala Lys Thr Phe Asp Val Ser Asn Phe Gin Asn Ser Ser lie Lys Arg 
130 135 140 

lie He Lys Lys Leu Gin Asn Leu Asp Arg Ala Val Leu Pro Pro Lys 
145 150 155 160 

Glu Leu Glu Glu Tyr Asn Gin He Leu Leu Asp Met Glu Thr Thr Tyr 
165 170 175 

Ser Leu Ser Asn He Cys Tyr Thr Asn Gly Thr Cys Met Pro Leu Glu 
180 185 190 

Pro Asp Leu Thr Asn Met Met Ala Thr Ser Arg Lys Tyr Glu Glu Leu 
195 200 205 

Leu Trp Ala Trp Lys Ser Trp Arg Asp Lys Val Gly Arg Ala He Leu 
210 215 220 

Pro Phe Phe Pro Lys Tyr Val Glu Phe Ser Asn Lys He Ala Lys Leu 
225 230 235 240 

Asn Gly Tyr Thr Asp Ala Gly Asp Ser Trp Arg Ser Leu Tyr Glu Ser 
245 250 255 



Asp Asn Leu Glu 
260 

Leu Tyr Leu Asn 
275 

Tyr Gly Ser Glu 
290 

Leu Gly Asn Met 
305 



Gin Asp Leu Glu 



Leu His Ala Tyr 
280 

Tyr He Asn Leu 
295 

Trp Ala Gin Thr 
310 



Lys Leu Tyr Gin 
265 

Val Arg Arg Ser 



Asp Gly Pro He 
300 

Trp Ser Asn He 
315 



Glu Leu Gin Pro 
270 

Leu His Arg His 
285 

Pro Ala His Leu 



Tyr Asp Leu Val 
320 
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Ala Pro Phe Pro 



Lys Gin Gly Trp 
340 

Phe Thr Ser Leu 
355 

Ser Met Leu Glu 
370 

Ser Ala Trp Asp 
385 

Thr Ser Val Asn 



His lie Gin Tyr 
420 

Glu Gly Ala Asn 
435 

Leu Ser Val Ser 
450 

Thr Glu Gly Ser 
465 

Ala Leu Asp Lys 



Trp Arg Trp Arg 
500 

Gin Glu Trp Trp 
515 

Val Pro Arg Ser 
530 

Pro Ala Asn Val 
545 

Phe Gin Phe His 



Leu His Lys Cys 
580 

Ala Asp Ala Met 
595 

Lys Leu lie Thr 
610 

Tyr Phe Lys Pro 
625 



Ser Ala Pro Asn 
325 

Thr Pro Arg Arg 



Gly Leu Leu Pro 
360 

Lys Pro Thr Asp 
375 

Phe Tyr Asn Gly 
390 

Met Glu Asp Leu 
405 

Phe Met Gin Tyr 



Pro Gly Phe His 
440 

Thr Pro Lys His 
455 

Gly Tyr Glu Tyr 
470 

lie Ala Phe lie 
485 

Val Phe Asp Gly 



Ser Leu Arg Leu 
520 

Gin Gly Asp Phe 
535 

Pro Tyr Val Arg 
550 

Glu Ala Leu Cys 
565 

Asp lie Tyr Gin 



Lys Leu Gly Tyr 
600 

Gly Gin Pro Asn 
615 

Leu Thr Glu Trp 
630 



lie Asp Ala Thr 
330 

lie Phe Lys Glu 
345 

Val Pro Pro Glu 



Gly Arg Glu Val 
380 

Lys Asp Phe Arg 
395 

Val lie Ala His 
410 

Lys Asp Leu Pro 
425 

Glu Ala lie Gly 



Leu Tyr Ser Leu 
460 

Asp lie Asn Phe 
475 

Pro Phe Ser Tyr 
490 

Ser lie Thr Lys 
505 

Lys Tyr Gin Gly 



Asp Pro Gly Ser 
540 

Tyr Phe Val Ser 
555 

Arg Ala Ala Gly 
570 

Ser Lys Glu Ala 
585 

Ser Lys Pro Trp 



Met Ser Ala Ser 
620 

Leu Val Thr Glu 
635 



Glu Ala Met lie 
335 

Ala Asp Asn Phe 
350 

Phe Trp Asn Lys 
365 

Val Cys His Pro 



lie Lys Gin Cys 
400 

His Glu Met Gly 
415 

Val Thr Phe Arg 
430 

Asp lie Met Ala 
445 

Asn Leu Leu Ser 



Leu Met Lys Met 
480 

Leu lie Asp Gin 
495 

Glu Asn Tyr Asn 
510 

Leu Cys Pro Pro 
525 

Lys Phe His Val 



Phe lie lie Gin 
560 

His Thr Gly Pro 
575 

Gly Lys Leu Leu 
590 

Pro Glu Ala Met 
605 

Ala Met Met Asn 



Asn Arg Arg His 
640 
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Gly Glu Thr Leu Gly Trp Pro Glu Tyr Asn Trp Ala Pro Asn Thr Ala 
645 650 655 

Arg Ala Glu Gly Ser Thr Ala Glu Ser Asn Arg Val Asn Phe Leu Gly 
660 665 670 

Leu Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly Gin Trp Val Leu Leu 
675 680 685 

Phe Leu Gly Val Ala Leu Leu Val Ala Thr Val Gly Leu Ala His Arg 
690 695 700 

Leu Tyr Asn lie Arg Asn His His Ser Leu Arg Arg Pro His Arg Gly 
705 710 715 720 



Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 
725 730 



<210> 6 
<211> 737 
<212> PRT 

<213> Oryctolagus cuniculus 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 6 

Met Gly Gin Gly Trp Ala Ala Pro Gly Leu Pro Ser Leu Leu Leu Leu 
15 10 15 

Leu Leu Cys Cys Gly His Ser Leu Leu Val Pro Ser Arg Val Ala Ala 
20 25 30 

Arg Arg Val Thr Val Asn Gin Gly Thr Thr Ser Gin Ala Thr Thr Thr 
35 40 45 

Ser Lys Ala Thr Thr Ser lie Arg Ala Thr Thr His Gin Thr Thr Ala 
' 50 55 60 

His Gin Thr Thr Gin Ser Pro Asn Leu Val Thr Asp Glu Ala Glu Ala 
65 70 75 80 

Ser Arg Phe Val Glu Glu Tyr Asp Arg Ser Phe Gin Ala Val Trp Asn 
85 90 95 

Glu Tyr Ala Glu Ala Asn Trp Asn Tyr Asn Thr Asn lie Thr Thr Glu 
100 105 110 

Ala Ser Lys lie Leu Leu Gin Lys Asn Met Gin lie Ala Asn His Thr 
115 120 125 

Leu Thr Tyr Gly Asn Trp Ala Arg Arg Phe Asp Val Ser Asn Phe Gin 
130 135 140 

Asn Ala Thr Ser Lys Arg lie lie Lys Lys Val Gin Asp Leu Gin Arg 
145 150 155 160 

Ala Val Leu Pro Val Lys Glu Leu Glu Glu Tyr Asn Gin lie Leu Leu 
165 170 175 
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ketNo.: MNI-132CP 



Asp Met Glu Thr 
180 

Ser Cys Leu Gin 
195 

Arg Lys Tyr Asp 
210 

Val Gly Arg Ala 
225 

Asn Lys Ala Ala 



Arg Ser Met Tyr 
260 

Phe Gin Glu Leu 
275 

Arg Ala Leu His 
290 

Pro lie Pro Ala 
305 

Asn lie Tyr Asp 



Ala Thr Glu Ala 
340 

Glu Glu Ala Asp 
355 

Pro Glu Phe Trp 
370 

Glu Val Val Cys 
385 

Phe Arg lie Lys 



Val His His Glu 
420 

Leu Pro Val Ala 
435 

lie Gly Asp Val 
450 

Ser lie Asn Leu 
465 

Asn Phe Leu Met 



lie Tyr Ser Val 



Leu Glu Pro Asp 
200 

Glu Leu Leu Trp 
215 

lie Leu Pro Tyr 
230 

Arg Leu Asn Gly 
245 

Glu Thr Pro Thr 



Gin Pro Leu Tyr 
280 

Arg His Tyr Gly 
295 

His Leu Leu Gly 
310 ' 

Leu Val Ala Pro 
325 

Met lie Lys Gin 



Lys Phe Phe lie 
360 

Asn Lys Ser Met 
375 

His Ala Ser Ala 
390 

Gin Cys Thr Thr 
405 

Met Gly His lie 



Leu Arg Glu Gly 
440 

Leu Ala Leu Ser 
455 

Leu Ser Ser Glu 
470 

Lys Met Ala Leu 
485 



Ala Asn Val Cys 
185 

Leu Thr Asn Leu 



Val Trp Thr Ser 
220 

Phe Pro Lys Tyr 
235 

Tyr Val Asp Ala 
250 

Leu Glu Gin Asp 
265 

Leu Asn Leu His 



Ala Gin His lie 
300 

Asn Met Trp Ala 
315 

Phe Pro Ser Ala 
330 

Gly Trp Thr Pro 
345 

Ser Leu Gly Leu 



Leu Glu Lys Pro 
380 

Trp Asp Phe Tyr 
395 

Val Asn Met Glu 
410 

Gin Tyr Phe Met 
425 

Ala Asn Pro Gly 



Val Ser Thr Pro 
460 

Gly Gly Gly Tyr 
475 

Asp Lys lie Ala 
490 



Arg Val Asp Gly 
190 

Met Ala Thr Ser 
205 

Trp Arg Asp Lys 



Val Glu Phe Thr 
240 

Gly Asp Ser Trp 
255 

Leu Glu Arg Leu 
270 

Ala Tyr Val Gly 
285 

Asn Leu Glu Gly 



Gin Thr Trp Ser 
320 

Ser Thr Met Asp 
335 

Arg Arg Met Phe 
350 

Leu Pro Val Pro 
365 

Thr Asp Gly Arg 



Asn Gly Lys Asp 
400 

Asp Leu Val Val 
415 

Gin Tyr Lys Asp 
430 

Phe His Glu Ala 
445 

Lys His Leu His 



Glu His Asp lie 
480 

Phe lie Pro Phe 
495 
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Ser Tyr Leu Val Asp Glu Trp Arg Trp Arg Val Phe Asp Gly Ser lie 
500 505 510 

Thr Lys Glu Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr 
515 520 525 

Gin Gly Leu Cys Pro Pro Ala Pro Arg Ser Gin Gly Asp Phe Asp Pro 
530 535 540 

Gly Ala Lys Phe His lie Pro Ser Ser Val Pro Tyr lie Arg Tyr Phe 
545 550 555 560 

Val Ser Phe lie lie Gin Phe Gin Phe His Glu Ala Leu Cys Lys Ala 
565 570 575 

Ala Gly His Thr Gly Pro Leu His Thr Cys Asp He Tyr Gin Ser Lys 
580 585 590 

Glu Ala Gly Lys Arg Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys 
595 600 605 

Pro Trp Pro Glu Ala Met Lys Val He Thr Gly Gin Pro Asn Met Ser 
610 615 620 

Ala Ser Ala Met Met Asn Tyr Phe Lys Pro Leu Met Asp Trp Leu Leu 
625 630 635 640 

Thr Glu Asn Gly Arg His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Thr 
645 650 655 

Trp Thr Pro Asn Ser Ala Arg Ser Glu Gly Ser Leu Pro Asp Ser Gly 
660 665 670 

Arg Val Asn Phe Leu Gly Met Asn Leu Asp Ala Gin Gin Ala Arg Val 
675 680 685 

Gly Gin Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Leu Ala Ser 
690 695 700 

Leu Gly Leu Thr Gin Arg Leu Phe Ser He Arg Tyr Gin Ser Leu Arg 
705 710 715 720 

Gin Pro His His Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His 
725 . 730 735 



Ser 



<210> 7 
<211> 1306 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 7 

Met Gly Ala Ala Ser Gly Arg Arg Gly Pro Gly Leu Leu Leu Pro Leu 
1 5 10 15 
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Pro Leu Leu Leu 
20 

Gly Leu Gin Pro 
35 

Phe Ala Gin Ser 
50 

Val Ala Ala Ser 
65 

Arg Arg Gin Glu 



Trp Gly Gin Lys 
100 

Thr Asp Pro Gin 
115 

Ser Ala Asn Leu 
130 

Ser Asn Met Ser 
145 

Lys Thr Ala Thr 



Ala Ser Ser Arg 
180 

His Asn Ala Ala 
195 

Ala Leu Ser Asn 
210 

Ala Tyr Trp Arg 
225 

Glu His Leu Tyr 



Phe Val Arg Arg 
260 

Leu Arg Gly Pro 
275 

Ser Trp Glu Asn 
290 

Asn Leu Asp Val 
305 

His Met Phe Arg 



Leu Leu Pro Pro 



Gly Asn Phe Ser 
40 

Tyr Asn Ser Ser 
55 

Trp Ala His Asp 
70 

Glu Ala Ala Leu 
85 

Ala Lys Glu Leu 



Leu Arg Arg lie 
120 

Pro Leu Ala Lys 
135 

Arg lie Tyr Ser 
150 

Cys Trp Ser Leu 
165 

Ser Tyr Ala Met 



Gly lie Pro Leu 
200 

Glu Ala Tyr Lys 
215 

Ser Trp Tyr Asn 
230 

Gin Gin Leu Glu 
245 

Ala Leu His Arg 



lie Pro Ala His 
280 

lie Tyr Asp Met 
295 

Thr Ser Thr Met 
310 

Val Ala Glu Glu 
325 



Gin Pro Ala Leu 
25 

Ala Asp Glu Ala 



Ala Glu Gin Val 
60 

Thr Asn lie Thr 
75 

Leu Ser Gin Glu 
90 

Tyr Glu Pro lie 
105 

lie Gly Ala Val 



Arg Gin Gin Tyr 
140 

Thr Ala Lys Val 
155 

Asp Pro Asp Leu 
170 

Leu Leu Phe Ala 
185 

Lys Pro Leu Tyr 



Gin Asp Gly Phe 
220 

Ser Pro Thr Phe 
235 

Pro Leu Tyr Leu 
250 

Arg Tyr Gly Asp 
265 

Leu Leu Gly Asp 



Val Val Pro Phe 
300 

Leu Gin Gin Gly 
315 

Phe Phe Thr Ser 
330 



Ala Leu Asp Pro 
30 

Gly Ala Gin Leu 
45 

Leu Phe Gin Ser 



Ala Glu Asn Ala 
80 

Phe Ala Glu Ala 
95 

Trp Gin Asn Phe 
110 

Arg Thr Leu Gly 
125 

Asn Ala Leu Leu 



Cys Leu Pro Asn 
160 

Thr Asn lie Leu 
175 

Trp Glu Gly Trp 
190 

Glu Asp Phe Thr 
205 

Thr Asp Thr Gly 



Glu Asp Asp Leu 
240 

Asn Leu His Ala 
255 

Arg Tyr lie Asn 
270 

Met Trp Ala Gin 
285 

Pro Asp Lys Pro 



Trp Asn Ala Thr 
320 

Leu Glu Leu Ser 
335 
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Pro Met Pro Pro Glu Phe Trp Glu Gly Ser Met Leu Glu Lys Pro Ala 
340 345 350 

Asp Gly Arg Glu Val Val Cys His Ala Ser Ala Trp Asp Phe Tyr Asn 
355 360 365 

Arg Lys Asp Phe Arg lie Lys Gin Cys Thr Arg Val Thr Met Asp Gin 
370 375 380 

Leu Ser Thr Val His His Glu Met Gly His lie Gin Tyr Tyr Leu Gin 
385 390 395 400 

Tyr Lys Asp Leu Pro Val Ser Leu Arg Arg Gly Ala Asn Pro Gly Phe 
405 410 415 

His Glu Ala lie Gly Asp Val Leu Ala Leu Ser Val Ser Thr Pro Glu 
420 425 430 

His Leu His Lys lie Gly Leu Leu Asp Arg Val Thr Asn Asp Thr Glu 
435 440 445 

Ser Asp lie Asn Tyr Leu Leu Lys Met Ala Leu Glu Lys lie Ala Phe 
450 455 460 

Leu Pro Phe Gly Tyr Leu Val Asp Gin Trp Arg Trp Gly Val Phe Ser 
465 470 475 480 

Gly Arg Thr Pro Pro Ser Arg Tyr Asn Phe Asp Trp Trp Tyr Leu Arg 
485 490 495 

Thr Lys Tyr Gin Gly lie Cys Pro Pro Val Thr Arg Asn Glu Thr His 
500 505 510 

Phe Asp Ala Gly Ala Lys Phe His Val Pro Asn Val Thr Pro Tyr lie 
515 520 525 

Arg Tyr Phe Val Ser Phe Val Leu Gin Phe Gin Phe His Glu Ala Leu 
530 535 540 

Cys Lys Glu Ala Gly Tyr Glu Gly Pro Leu His Gin Cys Asp lie Tyr 
545 550 555 560 

Arg Ser Thr Lys Ala Gly Ala Lys Leu Arg Lys Val Leu Gin Ala Gly 
565 570 575 

Ser Ser Arg Pro Trp Gin Glu Val Leu Lys Asp Met Val Gly Leu Asp 
580 585 590 

Ala Leu Asp Ala Gin Pro Leu Leu Lys Tyr Phe Gin Pro Val Thr Gin 
595 600 605 

Trp Leu Gin Glu Gin Asn Gin Gin Asn Gly Glu Val Leu Gly Trp Pro 
610 615 620 

Glu Tyr Gin Trp His Pro Pro Leu Pro Asp Asn Tyr Pro Glu Gly lie 
625 630 635 640 

Asp Leu Val Thr Asp Glu Ala Glu Ala Ser Lys Phe Val Glu Glu Tyr 
645 650 655 
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Asp Arg Thr Ser 
660 

Asn Tyr Asn Thr 
675 

Lys Asn Met Gin 
690 

Arg Lys Phe Asp 
705 

lie Lys Lys Val 



Leu Glu Glu Tyr 
740 

Val Ala Thr Val 
755 

Asp Leu Thr Asn 
770 

Trp Ala Trp Glu 
785 

Phe Tyr Pro Lys 



Gly Tyr Val Asp 
820 

Ser Leu Glu Gin 
835 

Tyr Leu Asn Leu 
850 

Gly Ala Gin His 
865 

Gly Asn Met Trp 



Pro Phe Pro Ser 
900 

Gin Gly Trp Thr 
915 

Thr Ser Leu Gly 
930 

Met Leu Glu Lys 
945 

Ala Trp Asp Phe 



Gin Val Val Trp 



Asn lie Thr Thr 
680 

lie Ala Asn His 
695 

Val Asn Gin Leu 
710 

Gin Asp Leu Glu 
725 

Asn Lys lie Leu 



Cys His Pro Asn 
760 

Val Met Ala Thr 
775 

Gly Trp Arg Asp 
790 

Tyr Val Glu Leu 
805 

Ala Gly Asp Ser 



Asp Leu Glu Arg 
840 

His Ala Tyr Val 
855 

lie Asn Leu Glu 
870 

Ala Gin Thr Trp 
885 

Ala Pro Ser Met 



Pro Arg Arg Met 
920 

Leu Leu Pro Val 
935 

Pro Thr Asp Gly 
950 

Tyr Asn Gly Lys 
965 



Asn Glu Tyr Ala 
665 

Glu Thr Ser Lys 



Thr Leu Lys Tyr 
700 

Gin Asn Thr Thr 
715 

Arg Ala Ala Leu 
730 

Leu Asp Met Glu 
745 

Gly Ser .Cys Leu 



Ser Arg Lys Tyr 
780 

Lys Ala Gly Arg 
795 

lie Asn Gin Ala 
810 

Trp Arg Ser Met 
825 

Leu Phe Gin Glu 



Arg Arg Ala Leu 
860 

Gly Pro lie Pro 
875 

Ser Asn lie Tyr 
890 

Asp Thr Thr Glu 
905 

Phe Lys Glu Ala 



Pro Pro Glu Phe 
940 

Arg Glu Val Val 
955 

Asp Phe Arg lie 
970 



Glu Ala Asn Trp 
670 

lie Leu Leu Gin 
685 

Gly Thr Gin Ala 



lie Lys Arg lie 
720 

Pro Ala Gin Glu 
735 

Thr Thr Tyr Ser 
750 

Gin Leu Glu Pro 
765 

Glu Asp Leu Leu 



Ala lie Leu Gin 
800 

Ala Arg Leu Asn 
815 

Tyr Glu Thr Pro 
830 

Leu Gin Pro Leu 
845 

His Arg His Tyr 



Ala His Leu Leu 
880 

Asp Leu Val Val 
895 

Ala Met Leu Lys 
910 

Asp Asp Phe Phe 
925 

Trp Asn Lys Ser 



Cys His Ala Ser 
960 

Lys Gin Cys Thr 
975 
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Thr Val Asn Leu Glu Asp Leu Val Val Ala His His Glu Met Gly His 

980 985 990 

lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val Ala Leu Arg Glu 

995 1000 1005 

Gly Ala Asn Pro Gly Phe His Glu Ala lie Gly Asp Val Leu Ala Leu 

1010 1015 1020 

Ser Val Ser Thr Pro Lys His Leu His Ser Leu Asn Leu Leu Ser Ser 

1025 1030 1035 1040 

Glu Gly Gly Ser Asp Glu His Asp lie Asn Phe Leu Met Lys Met Ala 

1045 1050 1055 

Leu Asp Lys lie Ala Phe lie Pro Phe Ser Tyr Leu Val Asp Gin Trp 

1060 1065 1070 

Arg Trp Arg Val Phe Asp Gly Ser lie Thr Lys Glu .Asn Tyr Asn Gin 

1075 1080 1085 

Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu Cys Pro Pro Val 

1090 1095 1100 

Pro Arg Thr Gin Gly Asp Phe Asp Pro Gly Ala Lys Phe His lie Pro 

1105 . 1110 1115 1120 

Ser Ser Val Pro Tyr lie Arg Tyr Phe Val Ser Phe lie lie Gin Phe 

1125 1130 1135 

Gin Phe His Glu Ala Leu Cys Gin Ala Ala Gly His Thr Gly Pro Leu 

1140 1145 1150 

His Lys Cys Asp lie Tyr Gin Ser Lys Glu Ala Gly Gin Arg Leu Ala 

1155 1160 1165 

Thr Ala Met Lys Leu Gly Phe Ser Arg Pro Trp Pro Glu Ala Met Gin 

1170 1175 1180 

Leu lie Thr Gly Gin Pro Asn Met Ser Ala Ser Ala Met Leu Ser Tyr 

1185 1190 1195 1200 

Phe Lys Pro Leu Leu Asp Trp Leu Arg Thr Glu Asn Glu Leu His Gly 

1205 1210 1215 

Glu Lys Leu Gly Trp Pro Gin Tyr Asn Trp Thr Pro Asn Ser Ala Arg 

1220 1225 1230 

Ser Glu Gly Pro Leu Pro Asp Ser Gly Arg Val Ser Phe Leu Gly Leu 

1235 1240 1245 

Asp Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp Leu Leu Leu Phe 

1250 1255 1260 

Leu Gly lie Ala Leu Leu Val Ala Thr Leu Gly Leu Ser Gin Arg Leu 

1265 1270 1275 1280 



Phe Ser lie Arg His Arg Ser Leu His Arg His Ser His Gly Pro Gin 
1285 1290 1295 
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Phe Gly Ser Glu Val Glu Leu Arg His Ser 
1300 1305 



<210> 8 
<211> 1312 
<212> PRT 
<213> Murine sp. 

<220> 

<223> Description of Artificial Sequence : motif s 
<400> 8 

Met Gly Ala Ala Ser Gly Gin Arg Gly Arg Trp Pro Leu Ser Pro Pro 
15 10 15 

Leu Leu Met Leu Ser Leu Leu Val Leu Leu Leu Gin Pro Ser Pro Ala 
20 25 30 

Pro Ala Leu Asp Pro Gly Leu Gin Pro Gly Asn Phe Ser Pro Asp Glu 
35 40 45 

Ala Gly Ala Gin Leu Phe Ala Glu Ser Tyr Asn Ser Ser Ala Glu Val 
50 55 60 

Val Met Phe Gin Ser Thr Val Ala Ser Trp Ala His Asp Thr Asn lie 
65 70 75 80 

Thr Glu Glu Asn Ala Arg Arg Gin Glu Glu Ala Ala Leu Val Ser Gin 
85 90 95 

Glu Phe Ala Glu Val Trp Gly Lys.Lys Ala Lys Glu Leu Tyr Glu Ser 
100 105 110 

lie Trp Gin Asn Phe Thr Asp Ser Lys Leu Arg Arg lie lie Gly Ser 
115 120 125 

lie Arg Thr Leu Gly Pro Ala Asn Leu Pro Leu Ala Gin Arg Gin Gin 
130 135 140 

Tyr Asn Ser Leu Leu Ser Asn Met Ser Arg lie Tyr Ser Thr Gly Lys 
145 150 , 155 160 

Val Cys Phe Pro Asn Lys Thr Ala Thr Cys Trp Ser Leu Asp Pro Glu 
165 170 175 

Leu Thr Asn lie Leu Ala Ser Ser Arg Ser Tyr Ala Lys Leu Leu Phe 
180 185 190 

Ala Trp Glu Gly Trp His Asp Ala Val Gly lie Pro Leu Lys Pro Leu 
195 200 205 

Tyr Gin Asp Phe Thr Ala lie Ser Asn Glu Ala Tyr Arg Gin Asp Asp 
210 215 220 

Phe Ser Asp Thr Gly Ala Phe Trp Arg Ser Trp Tyr Glu Ser Pro Ser 
225 230 235 240 



Phe Glu Glu Ser Leu Glu His lie Tyr His Gin Leu Glu Pro Leu Tyr 
245 250 255 
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Leu Asn Leu His 
260 

Asp Lys Tyr Val 
275 

Asp Met Trp Ala 
290 

Phe Pro Asp Lys 
305 

Gly Trp Asn Ala 



Ser Leu Gly Leu 
340 

Leu Glu Lys Pro 
355 

Trp Asp Phe Tyr 
370 

Val Thr Met Glu 
385 

Gin Tyr Tyr Leu 



Ala Asn Pro Gly 
420 

Val Ser Thr Pro 
435 

Thr Asn Asp lie 
450 

Glu Lys lie Ala 
465 

Trp Gly Val Phe 



Trp Trp Tyr Leu 
500 

Arg Asn Glu Thr 
515 

Val Thr Pro Tyr 
530 

Phe His Gin Ala 
545 

Gin Cys Asp lie 



Ala Tyr Val Arg 



Asn Leu Arg Gly 
280 

Gin Ser Trp Glu 
295 

Pro Asn Leu Asp 
310 

Thr His Met Phe 
325 

Ser Pro Met Pro 



Thr Asp Gly Arg 
360 

Asn Arg Lys Asp 
375 

Gin Leu Ala Thr 
390 

Gin Tyr Lys Asp 
405 

Phe His Glu Ala 



Ala His Leu His 
440 

Glu Ser Asp lie 
455 

Phe Leu Pro Phe 
470 

Ser Gly Arg Thr 
485 

Arg Thr Lys Tyr 



His Phe Asp Ala 
520 

lie Arg Tyr Phe 
535 

Leu Cys Lys Glu 
550 

Tyr Gin Ser Thr 
565 



Arg Ala Leu His 
265 

Pro lie Pro Ala 



Asn lie Tyr Asp 
300 

Val Thr Ser Thr 
315 

Arg Val Ser Glu 
330 

Pro Glu Phe Trp 
345 

Glu Val Val Cys 



Phe Arg lie Lys 
380 

Val His His Glu 
395 

Leu His Val Ser 
410 

lie Gly Asp Val 
425 

Lys lie Gly Leu 



Asn Tyr Leu Leu 
460 

Gly Tyr Leu Val 
475 

Pro Pro Ser Arg 
490 

Gin Gly lie Cys 
505 

Gly Ala Lys Phe 



Val Ser Phe Val 
540 

Ala Gly His Gin 
555 

Gin Ala Gly Ala 
570 



Arg Arg Tyr Gly 
270 

His Leu Leu Gly 
285 

Met Val Val Pro 



Met Val Gin Lys 
320 

Glu Phe Phe Thr 
335 

Ala Glu Ser Met 
350 

His Ala 'Ser Ala 
365 

Gin Cys Thr Arg 



Met Gly His Val 
400 

Leu Arg Arg Gly 
415 

Leu Ala Leu Ser 
430 

Leu Asp His Val 
445 

Lys Met Ala Leu 



Asp Gin Trp Arg 
480 

Tyr Asn Phe Asp 
495 

Pro Pro Val Ala 
510 

His lie Pro Asn 
525 

Leu Gin Phe Gin 



Gly Pro Leu His 
560 

Lys Leu Lys Gin 
575 
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Val Leu Gin Ala 
580 

Leu Val Gly Ser 
595 

Gin Pro Val Ser 
610 

Val Leu Gly Trp 
625 

Tyr Pro Glu Gly 



Phe Val Glu Glu 
660 

Ala Glu Ala Asn 
675 

Lys lie Leu Leu 
690 

Tyr Gly Thr Arg 
705 

Ser lie Lys Arg 



Leu Pro Pro Lys 
740 

Glu Thr Thr Tyr 
755 

Met Pro Leu Glu 
770 

Tyr Glu Glu Leu 
785 

Arg Ala lie Leu 



lie Ala Lys Leu 
820 

Leu Tyr Glu Ser 
835 

Glu Leu Gin Pro 
850 

Leu His Arg His 
865 

Pro Ala His Leu 



Gly Cys Ser Arg 



Asp Ala Leu Asp 
600 

Gin Trp Leu Glu 
615 

Pro Glu Asn Gin 
630 

lie Asp Leu Glu 
645 

Tyr Asp Arg Thr 



Trp Gin Tyr Asn 
680 

Glu Lys Ser Thr 
695 

Ala Lys Thr Phe 
710 

lie lie Lys Lys 
725 

Glu Leu Glu Glu 



Ser Leu Ser Asn 
760 

Pro Asp Leu Thr 
775 

Leu Trp Ala Trp 
790 

Pro Phe Phe Pro 
805 

Asn Gly Tyr Thr 



Asp Asn Leu Glu 
840 

Leu Tyr Leu Asn 
855 

Tyr Gly Ser Glu 
870 

Leu Gly Asn Met 
885 



Pro Trp Gin Glu 
585 

Ala Lys Ala Leu 



Glu Gin Asn Gin 
620 

Trp Arg Pro Pro 
635 

Thr Asp Glu Ala 
650 

Ala Gin Val Leu 
665 

Thr Asn lie Thr 



Glu Val Ser Asn 
700 

Asp Val Ser Asn 

715 

Leu Gin Asn Leu 
730 

Tyr Asn Gin lie 
745 

lie Cys Tyr Thr 



Asn Met Met Ala 
780 

Lys Ser Trp Arg 
795 

Lys Tyr Val Glu 
810 

Asp Ala Gly Asp 
825 

Gin Asp Leu Glu 



Leu His Ala Tyr 
860 

Tyr lie Asn Leu 
875 

Trp Ala Gin Thr 
890 



Val Leu Lys Asp 
590 

Leu Glu Tyr Phe 
605 

Arg Asn Gly Glu 



Leu Pro Asp Asn 
640 

Lys Ala Asp Arg 
655 

Leu Asn Glu Tyr 
670 

lie Glu Gly Ser 
685 

His Thr Leu Lys 



Phe Gin Asn Ser 
720 

Asp Arg Ala Val 
735 

Leu Leu Asp Met 
750 

Asn Gly Thr Cys 
765 

Thr Ser Arg Lys 



Asp Lys Val Gly 
800 

Phe Ser Asn Lys 
815 

Ser Trp Arg Ser 
830 

Lys Leu Tyr Gin 
845 

Val Arg Arg Ser 



Asp Gly Pro lie 
880 

Trp Ser Asn lie 
895 
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Tyr Asp Leu Val 
900 

Glu Ala Met lie 
915 

Ala Asp Asn Phe 
930 

Phe Trp Asn Lys 
945 

Val Cys His Pro 



lie Lys Gin Cys 
980 

His Glu Met Gly 
995 

Val Thr Phe Arg 
1010 

Asp lie Met Ala 
1025 

Asn Leu Leu Ser 



Leu Met Lys Met 
1060 

Leu lie Asp Gin 
1075 

Glu Asn Tyr Asn 
1090 

Leu Cys Pro Pro 
1105 

Lys Phe His Val 



Phe lie lie Gin 
1140 

His Thr Gly Pro 
1155 

Gly Lys Leu Leu 
1170 

Pro Glu Ala Met 
1185 

Ala Met Met Asn 



Ala Pro Phe Pro 



Lys Gin Gly Trp 
920 

Phe Thr Ser Leu 
935 

Ser Met Leu Glu 
950 

Ser Ala Trp Asp 
965 

Thr Ser Val Asn 



His lie Gin Tyr 
1000 

Glu Gly Ala Asn 
1015 

Leu Ser Val Ser 
1030 

Thr Glu Gly Ser 
045 

Ala Leu Asp Lys 



Trp Arg Trp Arg 
1080 

Gin Glu Trp Trp 
1095 

Val Pro Arg Ser 
1110 

Pro Ala Asn Val 
125 

Phe Gin Phe His 



Leu His Lys Cys 
1160 

Ala Asp Ala Met 
1175 

Lys Leu lie Thr 
1190 

Tyr Phe Lys Pro 
205 



Ser Ala Pro Asn 
905 

Thr Pro Arg Arg 



Gly Leu Leu Pro 
940 

Lys Pro Thr Asp 
955 

Phe Tyr Asn Gly 
970 

Met Glu Asp Leu 
985 

Phe Met Gin Tyr 



Pro Gly Phe His 
1020 

Thr Pro Lys His 
1035 

Gly Tyr Glu Tyr 
1050 

lie Ala Phe lie 
065 

Val Phe Asp Gly 



Ser Leu Arg Leu 
1100 

Gin Gly Asp Phe 
1115 

Pro Tyr Val Arg 
1130 

Glu Ala Leu Cys 
145 

Asp lie Tyr Gin 



Lys Leu Gly Tyr 
1180 

Gly Gin Pro Asn 
1195 

Leu Thr Glu Trp 
1210 



lie Asp Ala Thr 
910 

lie Phe Lys Glu 
925 

Val Pro Pro Glu 



Gly Arg Glu Val 
960 

Lys Asp Phe Arg 
975 

Val lie Ala His 
990 

Lys Asp Leu Pro 
005 

Glu Ala lie Gly 



Leu Tyr Ser Leu 
1040 

Asp lie Asn Phe 
1055 

Pro Phe Ser Tyr 
1070 

Ser lie Thr Lys 
085 

Lys Tyr Gin Gly 



Asp Pro Gly Ser 
1120 

Tyr Phe Val Ser 
1135 

Arg Ala Ala Gly 
1150 

Ser Lys Glu Ala 
165 

Ser Lys Pro Trp 



Met Ser Ala Ser 
1200 

Leu Val Thr Glu 
1215 
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Asn Arg Arg His Gly Glu Thr Leu Gly Trp Pro Glu Tyr Asn Trp Ala 
1220 1225 1230 

Pro Asn Thr Ala Arg Ala Glu Gly Ser Thr Ala Glu Ser Asn Arg Val 
1235 1240 1245 

Asn Phe Leu Gly Leu Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly Gin 
1250 1255 1260 

Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Val Ala Thr Val Gly 
1265 1270 1275 1280 

Leu Ala His Arg Leu Tyr Asn lie Arg Asn His His Ser Leu Arg Arg 
1285 1290 1295 

Pro His Arg Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 
1300 1305 1310 



<210> 9 
<211> 1313 
<212> PRT 

<213> Rattus rattus 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 9 

Met Gly Ala Ala Ser Gly Gin Arg Gly Arg Trp Pro Leu Ser Pro Pro 
15 10 15 

Leu Leu Met Leu Ser Leu Leu Leu Leu Leu Leu Leu Pro Pro Ser Pro 
20 25 30 

Ala Pro Ala Leu Asp Pro Gly Leu Gin Pro Gly Asn Phe Ser Ala Asp 
35 t 40 45 

Glu Ala Gly Ala Gin Leu Phe Ala Asp Ser Tyr Asn Ser Ser Ala Glu 
50 55 60 

Val Val Met Phe Gin Ser Thr Ala Ala Ser Trp Ala His Asp Thr Asn 
65 70 75 80 

lie Thr Glu Glu Asn Ala Arg Leu Gin Glu Glu Ala Ala Leu lie Asn 
85 90 95 

Gin Glu Phe Ala Glu Val Trp Gly Lys Lys Ala Lys Glu Leu Tyr Glu 
100 105 110 

Ser lie Trp Gin Asn Phe Thr Asp Gin Lys Leu Arg Arg lie lie Gly 
115 120 125 

Ser Val Gin Thr Leu Gly Pro Ala Asn Leu Pro Leu Thr Gin Arg Leu 
130 135 140 



Gin Tyr Asn Ser Leu Leu Ser Asn Met Ser Arg lie Tyr Ser Thr Gly 
145 150 155 160 
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Lys Val Cys Phe 



Glu Leu Thr Asn 
180 

Phe Ala Trp Glu 
195 

Leu Tyr Gin Asp 
210 

Gly Phe Ser Asp 
225 

Ser Phe Glu Glu 



Tyr Leu Asn Leu 
260 

Gly Asp Lys Tyr 
275 

Gly Asp Met Trp 
290 

Pro Phe Pro Asp 
305 

Lys Gly Trp Asn 



Thr Ser Leu Gly 
340 

Met Leu Glu Lys 
355 

Ala Trp Asp Phe 
370 

Arg Val Thr Met 
385 

Val Gin Tyr Tyr 



Gly Ala Asn Pro 
420 

Ser Val Ser Thr 
435 

Val Ala Asn Asp 
450 

Leu Glu Lys lie 
465 



Pro Asn Lys Thr 
165 

lie Leu Ala Ser 



Gly Trp His Asp 
200 

Phe Thr Ala Leu 
215 

Thr Gly Ala Tyr 
230 

Ser Leu Glu His 
245 

His Ala Phe Val 



lie Asn Leu Arg 
280 

Ala Gin Ser Trp 
295 

Lys Pro Asn Leu 
310 

Ala Thr His Met 
325 

Leu Ser Pro Met 



Pro Ala Asp Gly 
360 

Tyr Asn Arg Lys 
375 

Asp Gin Leu Ser 
390 

Leu Gin Tyr Lys 
405 

Gly Phe His Glu 



Pro Ala His Leu 
440 

lie Glu Ser Asp 
455 

Ala Phe Leu Pro 
470 



Ala Thr Cys Trp 
170 

Ser Arg Asn Tyr 
185 

Ala Val Gly He 



Ser Asn Glu Ala 
220 

Trp Arg Ser Trp 
235 

Leu Tyr His Gin 
250 

Arg Arg Ala Leu 
265 

Gly Pro He Pro 



Glu Asn He Tyr 
300 

Asp Val Thr Ser 
315 

Phe Arg Val Ala 
330 

Pro Pro Glu Phe 
345 

Arg Glu Val Val 



Asp Phe Arg He 
380 

Thr Val His His 
395 

Asp Leu His Val 
410 

Ala lie Gly Asp 
425 

His Lys He Gly 



He Asn Tyr Leu 
4 60 

Phe Gly Tyr Leu 
475 



Ser Leu Asp Pro 
175 

Ala Lys Val Leu 
190 

Pro Leu Arg Pro 
205 

Tyr Arg Gin Asp 



Tyr Glu Ser Pro 
240 

Val Glu Pro Leu 
255 

His- Arg Arg Tyr 
270 

Ala His Leu Leu 
285 

Asp Met Val Val 



Thr Met Val Gin 
320 

Glu Glu Phe Phe 
335 

Trp Ala Glu Ser 
350 

Cys His Ala Ser 
365 

Lys Gin Cys Thr 



Glu Met Gly His 
400 

Ser Leu Arg Arg 
415 

Val Leu Ala Leu 
430 

Leu Leu Asp Arg 
445 

Leu Lys Met Ala 



Val Asp Gin Trp 
480 
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Arg Trp Gly Val 



Asp Trp Trp Tyr 
500 

Ala Arg Asn Glu 
515 

Ser Val Thr Pro 
530 

Gin Phe His Gin 
545 

His Gin Cys Asp 



Gin Val Leu Gin 
580 

Asp Leu Val Gly 
595 

Phe Gin Pro Val 
610 

Glu Val Leu Gly 
625 

Asn Tyr Pro Glu 



Arg Phe Val Glu 
660 

Tyr Ala Glu Ala 
675 

Ser Lys lie Leu 
690 

Lys Tyr Gly Thr 
705" 

Ser Thr lie Lys 



Val Leu Pro Pro 
740 

Met Glu Thr Thr 
755 

Cys Leu Ser Leu 
770 

Lys Tyr Glu Glu 
785 



Phe Ser Gly Arg 
485 

Leu Arg Thr Lys 



Thr His Phe Asp 
520 

Tyr lie Arg Tyr 
535 

Ala Leu Cys Lys 
550 

lie Tyr Gin Ser 
565 

Ala Gly Cys Ser 



Ser Asp Ala Leu 
600 

Ser Gin Trp Leu 
615 

Trp Pro Glu Tyr 
630 

Gly lie Asp Leu 
645 

Glu Tyr Asp Arg 



Asn Trp His Tyr 
680 

Leu Gin Lys Asn 
695 

Trp Ala Lys Thr 
710 

Arg lie lie Lys 
725 

Asn Glu Leu Glu 



Tyr Ser Val Ala 
760 

Glu Pro Asp Leu 
775 

Leu Leu Trp Val 
790 



Thr Pro Pro Ser 
490 

Tyr Gin Gly lie 
505 

Ala Gly Ala Lys 



Phe Val Ser Phe 
540 

Glu Ala Gly His 
555 

Thr Lys Ala Gly 
570 

Arg Pro Trp Gin 
585 

Asp Ala Ser Ala 



Gin Glu Gin Asn 
620 

Gin Trp Arg Pro 
635 

Glu Thr Asp Glu 
650 

Thr Ala Lys Val 
665 

Asn Thr Asn lie 



Lys Glu Val Ser 
700 

Phe Asp Val Ser 
715 

Lys Val Gin Asn 
730 

Glu Tyr Asn Gin 
745 

Asn Val Cys Tyr 



Thr Asn lie Met 
780 

Trp Lys Ser Trp 
795 



Arg Tyr Asn Tyr 
495 

Cys Pro Pro Val 
510 

Phe His lie Pro 
525 

Val Leu Gin Phe 



Gin Gly Pro Leu 
560 

Ala Lys Leu Gin 
575 

Glu Val Leu Lys 
590 

Leu Met Glu Tyr 
605 

Gin Arg Asn Gly 



Pro Leu Pro Asp 
640 

Ala Lys Ala Asn 
655 

Leu Trp Asn Glu 
670 

Thr lie Glu Gly 
685 

Asn His Thr Leu 



Asn Phe Gin Asn 
720 

Val Asp Arg Ala 
735 

lie Leu Leu Asp 
750 

Thr Asn Gly Thr 
765 

Ala Thr Ser Arg 



Arg Asp Lys Val 
800 
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Gly Arg Ala lie Leu Pro Phe Phe Pro Lys Tyr Val Asp Phe Ser Asn 
805 810 815 

Lys lie Ala Lys Leu Asn Gly Tyr Ser Asp Ala Gly Asp Ser Trp Arg 
820 825 830 

Ser Ser Tyr Glu Ser Asp Asp Leu Glu Gin Asp Leu Glu Lys Leu Tyr 
835 840 845 

Gin Glu Leu Gin Pro Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg 
850 855 860 

Ser Leu His Arg His Tyr Gly Ser Glu Tyr lie Asn Leu Asp Gly Pro 
865 870 875 880 

lie Pro Ala His Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn 
885 890 895 

lie Tyr Asp Leu Val Ala Pro Phe Pro Ser Ala Pro Ser lie Asp Ala 
900 905 910 

Thr Glu Ala Met lie Lys Gin Gly Trp Thr Pro Arg Arg lie Phe Lys 
915 920 925 

Glu Ala Asp Asn Phe Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro 
930 935 940 

Glu Phe Trp Asn Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu 
945 950 955 960 

Val Val Cys His Ala Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe 
965 970 975 

Arg lie Lys Gin Cys Thr Ser Val Asn Met Glu Glu Leu Val lie Ala 
980 985 990 

His His Glu Met Gly His lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu 
995 1000 1005 

Pro Val Thr Phe Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala lie 
1010 1015 1020 

Gly Asp Val Leu Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser 
1025 1030 1035 1040 

Leu Asn Leu Leu Ser Ser Glu Gly Ser Gly Tyr Glu His Asp lie Asn 
1045 1050 1055 

Phe Leu Met Lys Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe Ser 
1060 1065 1070 

Tyr Leu lie Asp Gin Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr 
1075 1080 1085 

Lys Glu Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin 
1090 1095 1100 

Gly Leu Cys Pro Pro Val Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly 
1105 1110 1115 1120 
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Ser Lys Phe His Val Pro Ala Asn Val Pro Tyr He Arg Tyr Phe He 
1125 1130 1135 

Ser Phe He He Gin Phe Gin Phe His Glu Ala Leu Cys Arg Ala Ala 
1140 1145 1150 

Gly His Thr Gly Pro Leu Tyr Lys Cys Asp He Tyr Gin Ser Lys Glu 
1155 1160 1165 

Ala Gly Lys Leu Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Gin 
1170 1175 1180 

Trp Pro Glu Ala Met Lys He He Thr Gly Gin Pro Asn Met Ser Ala 
1185 1190 1195 1200 

Ser Ala He Met Asn Tyr Phe Lys Pro Leu Thr Glu Trp Leu Val Thr 
1205 1210 1215 

Glu Asn Arg Arg His Gly Glu Thr Leu Gly Trp Pro Glu Tyr' Thr .Trp 
1220 1225 1230 

Thr Pro Asn Thr Ala Arg Ala Glu Gly Ser Leu Pro Glu Ser Ser Arg 
1235 1240 1245 

Val Asn Phe Leu Gly Met Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly 
1250 1255 1260 

Gin Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Val Ala Thr Val 
1265 1270 1275 1280 

Gly Leu Ala His Arg Leu Tyr Asn lie His Asn His His Ser Leu Arg 
1285 1290 1295 

Arg Pro His Arg Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His 
1300 1305 1310 

Ser 



<210> 10 
<211> 1310 
<212> PRT 

<213> Oryctolagus cuniculus 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 10 

Met Gly Ala Ala Pro Gly Arg Arg Gly Pro Arg Leu Leu Arg Pro Pro 
15 10 15 

Pro Pro Leu Leu Leu Leu Leu Leu Leu Leu Arg Pro Pro Pro Ala Ala 
20 25 30 

Leu Thr Leu Asp Pro Gly Leu Leu Pro Gly Asp Phe Ala Ala Asp Glu 
35 40 45 

Ala Gly Ala Arg Leu Phe Ala Ser Ser Tyr Asn Ser Ser Ala Glu Gin 
50 55 60 



o 
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Val Leu Phe Arg Ser Thr Ala Ala Ser Trp Ala His Asp Thr Asn lie 
65 70 75 80 

Thr Ala Glu Asn Ala Arg Arg Gin Glu Glu Glu Ala Leu Leu Ser Gin 
85 90 95 

Glu Phe Ala Glu Ala Trp Gly Lys Lys Ala Lys Glu Leu Tyr Asp Pro 
100 105 110 

Val Trp Gin Asn Phe Thr Asp Pro Glu Leu Arg Arg lie lie Gly Ala 
115 120 125 

Val Arg Thr Leu Gly Pro Ala Asn Leu Pro Leu Ala Lys Arg Gin Gin 
130 135 140 

Tyr Asn Ser Leu Leu Ser Asn Met Ser Gin lie Tyr Ser Thr Gly Lys 
145 150 155 160 

Val Cys Phe Pro Asn Lys Thr Ala Ser Cys Trp Ser Leu Asp Pro Asp 
165 170 175 

Leu Asn Asn lie Leu Ala Ser Ser Arg Ser Tyr Ala Met Leu Leu Phe 
180 185 190 

Ala Trp Glu Gly Trp His Asn Ala Val Gly lie Pro Leu Lys Pro Leu 
195 200 205 

Tyr Gin Glu Phe Thr Ala Leu Ser Asn Glu Ala Tyr Arg Gin Asp Gly 
210 215 220 

Phe Ser Asp Thr Gly Ala Tyr Trp Arg Ser Trp Tyr Asp Ser Pro Thr 
225 230 235 . 240 

Phe Glu Glu Asp Leu Glu Arg lie Tyr His Gin Leu Glu Pro Leu Tyr 
245 250 255 

Leu Asn Leu His Ala Tyr Val Arg Arg Val Leu His Arg Arg Tyr Gly 
260 265 270 

Asp Arg Tyr lie Asn Leu Arg Gly Pro lie Pro Ala His Leu Leu Gly 
275 280 285 

Asn Met Trp Ala Gin Ser Trp Glu Ser lie Tyr Asp Met Val Val Pro 
290 295 300 

Phe Pro Asp Lys Pro Asn Leu Asp Val Thr Ser Thr Met Val Gin Lys 
305 310 315 320 

Gly Trp Asn Ala Thr His Met Phe Arg Val Ala Glu Glu Phe Phe Thr 
325 330 335 

Ser Leu Gly Leu Leu Pro Met Pro Pro Glu Phe Trp Ala Glu Ser Met 
340 345 350 

Leu Glu Lys Pro Glu Asp Gly Arg Glu Val Val Cys His Ala Ser Ala 
355 360 365 



Trp Asp Phe Tyr Asn Arg Lys Asp Phe Arg lie Lys Gin Cys Thr Gin 
370 375 380 
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Val Thr Met Asp 
385 

Gin Tyr Tyr Leu 



Asn Pro Gly Phe 
420 

Ser Thr Pro Ala 
435 

Asn Asp Thr Glu 
450 

Lys lie Ala Phe 
465 

Gly Val Phe Ser 



Trp Tyr Leu Arg 
500 

Asn Glu Thr His 

515 

Thr Pro Tyr lie 
530 

His Gin Ala Leu 
545 

Cys Asp lie Tyr 



Leu Gin Ala Gly 
580 

Val Ala Ser Asp 
595 

Pro Val Thr Gin 
610 

Leu Gly Trp Pro 
625 

Pro Glu Gly lie 



Val Glu Glu Tyr 
660 

Glu Ala Asn Trp 
675 

lie Leu Leu Gin 
690 



Gin Leu Ser Thr 
390 

Gin Tyr Lys Asp 
405 

His Glu Ala lie 



His Leu His Lys 
440 

Ser Asp lie Asn 
455 

Leu Pro Phe Gly 
470 

Gly Arg Thr Pro 
485 

Thr Lys Tyr Gin 



Phe Asp Ala Gly 
520 

Arg Tyr Phe Val 
535 

Cys Met Glu Ala 
550 

Gin Ser Thr Arg 
565 

Cys Ser Arg Pro 



Ala Leu Asp Ala 
600 

Trp Leu Gin Glu 
615 

Glu Tyr Gin Trp 
630 

Asp Leu Val Thr 
645 

Asp Arg Ser Phe 



Asn Tyr Asn Thr 
680 

Lys Asn Met Gin 
695 



Val His His Glu 
395 

Gin Pro Val Ser 
410 

Gly Asp Val Leu 
425 

lie Gly Leu Leu 



Tyr Leu Leu Lys 
460 

Tyr Leu Val Asp 
475 

Ser Ser Arg Tyr 
490 

Gly lie Cys Pro 
505 

Ala Lys Phe His 



Ser Phe Val Leu 
540 

Gly His Gin Gly 
555 

Ala Gly Ala Lys 
570 

Trp Gin Glu Val 
585 

Gin Pro Leu Leu 



Gin Asn Glu Arg 
620 

Arg Pro Pro Leu 
635 

Asp Glu Ala Glu 
650 

Gin Ala Val Trp 
665 

Asn lie Thr Thr 



lie Ala Asn His 
700 



Met Gly His Val 
400 

Leu Arg Arg Ala 
415 

Ala Leu Ser Val 
430 

Asp His Val Thr 
445 

Met Ala Leu Glu 



Gin Trp Arg Trp 
480 

Asn Phe Asp Trp 
495 

Pro Val Val Arg 
510 

lie Pro Ser Val 
525 

Gin Phe Gin Phe 



Pro Leu His Gin 
560 

Leu Arg Ala Val 
575 

Leu Lys Asp Met 
590 

Asp Tyr Phe Gin 
605 

Asn Gly Glu Val 



Pro Asn Asn Tyr 
640 

Ala Ser Arg Phe 
655 

Asn Glu Tyr Ala 
670 

Glu Ala Ser Lys 
685 

Thr Leu Thr Tyr 
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Gly Asn Trp Ala Arg Arg Phe Asp 
705 710 

Ser Lys Arg lie lie Lys Lys Val 
725 

Pro Val Lys Glu Leu Glu Glu Tyr 
740 



Val Ser Asn Phe Gin Asn Ala Thr 
715 720 

Gin Asp Leu Gin Arg Ala Val Leu 
730 735 

Asn Gin lie Leu Leu Asp Met Glu 
745 750 



Thr lie Tyr Ser Val Ala Asn Val Cys Arg Val Asp Gly Ser Cys Leu 
755 760 765 

Gin Leu Glu Pro Asp Leu Thr Asn Leu Met Ala Thr Ser Arg Lys Tyr 
770 775 780 

Asp Glu Leu Leu Trp Val Trp Thr Ser Trp Arg Asp Lys Val Gly Arg 
785 790 795 800 

Ala He Leu Pro Tyr Phe Pro Lys Tyr Val Glu Phe Thr Asn Lys Ala 
805 810 815 

Ala Arg Leu Asn Gly Tyr Val Asp Ala Gly Asp Ser Trp Arg Ser Met 

820 825 830 

Tyr Glu Thr Pro Thr Leu Glu Gin Asp Leu Glu Arg Leu Phe Gin Glu 
835 840 845 



Leu Gin Pro Leu Tyr Leu Asn Leu 
850 855 

His Arg His Tyr Gly Ala Gin His 
865 870 



His Ala Tyr Val Gly Arg Ala Leu 
860 

He Asn Leu Glu Gly Pro He Pro 

875 880 



Ala His Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn He Tyr 
885 890 895 

Asp Leu Val Ala Pro Phe Pro Ser Ala Ser Thr Met Asp Ala Thr Glu 
900 905 910 

Ala Met He Lys Gin Gly Trp Thr Pro Arg Arg Met Phe Glu Glu Ala 
915 920 925 

Asp Lys Phe Phe He Ser Leu Gly Leu. Leu Pro Val Pro Pro .Glu Phe 
930 935 940 

Trp Asn Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val 
945 950 955 960 

Cys His Ala Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg He 
965 970 975 

Lys Gin Cys Thr Thr Val Asn Met Glu Asp Leu Val Val Val His His 
980 985 990 

Glu Met Gly His He Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val 
995 1000 1005 



Ala Leu Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala He Gly Asp 
1010 1015 1020 
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Val Leu Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser lie Asn 
1025 1030 1035 1040 

Leu Leu Ser Ser Glu Gly Gly Gly Tyr Glu His Asp lie Asn Phe Leu 
1045 1050 1055 

Met Lys Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe Ser Tyr Leu 
1060 1065 1070 

Val Asp Glu Trp Arg Trp Arg Val Phe Asp Gly Ser He Thr Lys Glu 
1075 1080 1085 

Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu 
1090 1095 1100 

Cys Pro Pro Ala Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly Ala Lys 
1105 HIO 1H5 H20 

Phe His He Pro Ser Ser Val Pro Tyr lie Arg Tyr Phe Val Ser Phe 
1125 1130 1135 

He He Gin Phe Gin Phe His Glu Ala Leu Cys Lys Ala Ala Gly His 
1140 1145 1150 

Thr Gly Pro Leu His Thr Cys Asp He Tyr Gin Ser Lys Glu Ala Gly 
1155 1160 1165 

Lys Arg Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Pro Trp Pro 
1170 1175 1180 

Glu Ala Met Lys Val He Thr Gly Gin Pro Asn Met Ser Ala Ser Ala 
1185 H90 1195 1200 

Met Met Asn Tyr Phe Lys Pro Leu Met Asp Trp Leu Leu Thr Glu Asn 
1205 1210 1215 

Gly Arg His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Thr Trp Thr Pro 
1220 1225 1230 

Asn Ser Ala Arg Ser Glu Gly Ser Leu Pro Asp Ser Gly Arg Val Asn 
1235 1240 1245 

Phe Leu Gly Met Asn Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp 
1250 1255 1260 

Val Leu Leu Phe Leu Gly Val Ala Leu Leu Leu Ala Ser Leu Gly Leu 
1265 1270 1275 1280 

Thr Gin Arg Leu Phe Ser He Arg Tyr Gin Ser Leu Arg Gin Pro His 
1285 1290 1295 

His Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 
1300 1305 1310 



<210> 11 
<211> 615 
<212> PRT 

<213> Drosophila melanogaster 



<220> 
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<223> Description of Artificial Sequence :motifs 
<400> 11 

Met Arg Leu Phe Leu Leu Ala Leu Leu Ala Thr Leu Ala Val Thr Gin 
15 10 15 

Ala Leu Val Lys Glu Glu lie Gin Ala Lys Glu Tyr Leu Glu Asn Leu 
20 25 30 

Asn Lys Glu Leu Ala Lys Arg Thr Asn Val Glu Thr Glu Ala Ala Trp 
35 40 45 

Ala Tyr Gly Ser Asn lie Thr Asp Glu Asn Glu Lys Lys Lys Asn Glu 
50 55 60 

lie Ser Ala Glu Leu Ala Lys Phe Met Lys Glu Val Ala Ser Asp Thr 
65 70 75 80 

Thr Lys Phe Gin Trp Arg Ser Tyr Gin Ser Glu Asp Leu Lys Arg Gin 
85 90 95 

Phe Lys Ala Leu Thr Lys Leu Gly Tyr Ala Ala Leu Pro Glu Asp Asp 
100 105 110 

Tyr Ala Glu Leu Leu Asp Thr Leu Ser Ala Met Glu Ser Asn Phe Ala 
115 120 125 

Lys Val Lys Val Cys Asp Tyr Lys Asp Ser Thr Lys Cys Asp Leu Ala 
130 135 140 

Leu Asp Pro Glu lie Glu Glu Val lie Ser Lys Ser Arg Asp His Glu 
145 150 155 160 

Glu Leu Ala Tyr Tyr Trp Arg Glu Phe Tyr Asp Lys Ala Gly Thr Ala 
165 170 175 

Val Arg Ser Gin Phe Glu Arg Tyr Val Glu Leu Asn Thr Lys Ala Ala 
180 185 190 

Lys Leu Asn Asn Phe Thr Ser Gly Ala Glu Ala Trp Leu Asp Glu Tyr 
195 200 205 

Glu Asp Asp Thr Phe Glu Gin Gin Leu Glu Asp lie Phe Ala Asp lie 
210 215 220 

Arg Pro Leu Tyr Gin Gin lie His Gly Tyr Val Arg Phe Arg Leu Arg 
225 230 235 240 

Lys His Tyr Gly Asp Ala Val Val Ser Glu Thr Gly Pro lie Pro Met 
245 250 255 

His Leu Leu Gly Asn Met Trp Ala Gin Gin Trp Ser Glu lie Ala Asp 
260 265 270 

lie Val Ser Pro Phe Pro Glu Lys Pro Leu Val Asp Val Ser Ala Glu 
275 280 285 



Met Glu Lys Gin Ala Tyr Thr Pro Leu Lys Met Phe Gin Met Gly Asp 
290 295 300 
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Asp Phe Phe Thr Ser Met Asn Leu Thr Lys Leu Pro 
305 310 315 



Gin Asp Phe Trp 
320 



Asp Lys Ser lie lie Glu Lys Pro Thr Asp Gly Arg 
325 330 



Asp Leu Val Cys 
335 



His Ala Ser Ala Trp Asp Phe Tyr Leu lie Asp Asp 
340 345 



Val Arg lie Lys 
350 



Gin Cys Thr Arg Val Thr Gin Asp Gin Leu Phe Thr 
355 360 



Val His His Glu 
365 



Leu Gly His He Gin Tyr Phe Leu Gin Tyr Gin His 
370 375 380 



Gin Pro Phe Val 



Tyr Arg Thr Gly Ala Asn Pro Gly Phe His Glu Ala 
385 390 395 



Val Gly Asp Val 
400 



Leu Ser Leu Ser Val Ser Thr Pro Lys .His Leu Glu 
405 410 



Lys He Gly Leu 
415 



Leu Lys Asp Tyr Val Arg Asp Asp Glu Ala Arg He 
420 425 



Asn Gin Leu Phe 
430 



Leu Thr Ala Leu Asp Lys lie Val Phe Leu Pro Phe 
435 440 



Ala Phe Thr Met 
445 



Asp Lys Tyr Arg Trp Ser Leu Phe Arg Gly Glu Val Asp Lys Ala Asn 
450 455 460 



Trp Asn Cys Ala Phe Trp Lys Leu Arg Asp Glu Tyr 
465 470 475 



Ser Gly He Glu 
480 



Pro Pro Val Val Arg Ser Glu Lys Asp Phe Asp Ala 
485 490 



Pro Ala Lys Tyr 
495 



His He Ser Ala Asp Val Glu Tyr Leu Arg Tyr Leu 
500 505 



Val Ser Phe He 
510 



He Gin Phe Gin Phe Tyr Lys Ser Ala Cys He Lys 
515 520 



Ala Gly Gin Tyr 
525 



Asp Pro Asp Asn Val Glu Leu Pro Leu Asp Asn Cys Asp He Tyr Gly 
530 535 540 



Ser Ala Arg Ala Gly Ala Ala Phe His Asn Met Leu 
545 550 555 



Ser Met Gly Ala 
560 



Ser Lys Pro Trp Pro Asp Ala Leu Glu Ala Phe Asn 
565 570 



Gly Glu Arg lie 
575 



Met Ser Gly Lys Ala He Ala Glu Tyr Phe Glu Pro 
580 585 



Leu Arg Val Trp 
590 



Leu Glu Ala Glu Asn He Lys Asn Asn Val His He 
595 600 



Gly Trp Thr Thr 
605 



Ser Asn Lys Cys Val Ser Ser 
610 615 
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<210> 12 
<211> 907 
<212> PRT 

<213> Caenorhabditis elegans 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 12 

Met Lys Phe His lie Leu Leu Leu Leu Leu Val Gly Ala Cys Leu Pro 
15 10 15 

Val Phe Thr Gin Glu lie Lys Pro Lys Pro Glu Leu Leu Pro Ala Asp 
20 25 30 

Glu Ala Pro Lys Asp Pro Glu Ala Val Phe Ser Glu Gly Glu Pro Phe 
35 40 45 

Glu Leu Thr Asp Ala Leu Asp Thr Pro Lys Asn Gly Ser Val Pro Val 
50 55 60 

Pro Glu Pro Glu Pro Lys Pro Glu Pro Glu Pro Glu Pro Glu Pro Lys 
65 70 75 80 

Pro Glu Pro Glu Pro Ser Pro Thr Pro Glu Pro Glu Pro Ala lie Lys 
85 90 95 

Phe Asp Asn lie Glu Ser Glu Asp Tyr Gly Asp Val Ala Glu Thr Ala 
100 105 110 

Ala Ser Thr Gin Pro Asp Glu Leu Asn Thr Glu Val lie Glu Gin Leu 
115 120 125 

Val Asp Thr Phe Leu Asn Thr Gly Ser lie Ala Ser Asn Lys Thr Asn 
130 135 140 

Lys Gly Pro Val Phe Ala Asn Pro Val Ala Gin Ala Leu Val Asn Ser 
145 150 155 160 

Ser Asn Tyr Trp Lys Thr Asp Asn Leu Gin Ala Pro Gly Ser lie Lys 
165 170 175 

Asp Glu Glu Lys Leu Arg Ser Trp Leu Ala Gly Tyr Glu Ala Glu Ala 
180 185 190 

lie Lys Val Leu Arg Glu Val Ala Leu Ser Gly Trp Arg Tyr Phe Asn 
195 200 205 

Asp Ala Ser Pro Ser Leu Lys Leu Ala Leu Asp Glu Ala Glu Asn Val 
210 215 220 

Leu Thr Met Phe Val Arg Ser Thr Ser Met Gin Ala Lys Gin Phe Asp 
225 230 235 240 

Met Ala Ser Val Thr Asp Glu Lys Val Met Arg Gin Leu Gly Tyr Val 
245 250 255 



Ser Phe Glu Gly Met Ser Ala Leu Ala Pro Ser Arg Phe Ala Asp Tyr 
260 265 270 
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Ser Gin Ala Gin Ala 
275 

Cys Asp Lys Asp Val 
290 

Asp Ser lie Phe Arg 
305 

Trp Val Ser Tyr Val 
325 



Ala Leu Asn Arg Asp 
280 

Pro Pro Pro Cys Ala 
295 

Asn Glu Lys Asp Ala 
310 

Thr Ala lie Ala Lys 
330 



Ser Lys Asp Ser Thr lie 
285 

Leu Gin Lys lie Asp Met 
300 

Ser Arg Leu Gin His Leu 
315 320 

Ser Lys Pro Ser Tyr Asn 
335 



Asn lie lie Thr lie Ser Asn Glu Gly Ala Lys Leu Asn Gly Phe Ala 
340 345 350 

Asn Gly Gly Ala Met Trp Arg Ser Ala Phe Asp Met Ser Ser Lys Val 
355 360 365 

His Lys Ala Glu Phe Asp Leu Asn Lys Gin lie Asp Lys lie Tyr Ser 
370 375 380 

Thr lie Gin Pro Phe Tyr Gin Leu Leu His Ala Tyr Met Arg Arg Gin 
385 390 395 400 

Leu. Ala Gly lie Tyr Ser Asn Pro Val Gly Leu Ser Lys Asp Gly Pro 
405 410 415 

lie Pro Ala His Leu Phe Gly Ser Leu Asp Gly Gly Asp Trp Ser Ala 
420 425 430 

His Tyr Glu Gin Thr Lys Pro Phe Glu Glu Glu Ser Glu Thr Pro Glu> 
435 440 445 

Ala Met Leu Ser Ala Phe Asn Thr Gin Asn Tyr Thr Thr Lys Lys Met 
450 455 460 

Phe Val Thr Ala Tyr Arg Tyr Phe Lys Ser Ala Gly Phe Pro His Leu 
465 470 475 480 

Pro Lys Ser Tyr Trp Thr Ser Ser lie Phe Ala. Arg Val Trp Ser Lys 
485 490 495 

Asp Met lie Cys His Pro Ala Ala Ala Leu . Asp -Met Arg Ala Pro Asn 
500 505 510 

Asp Phe Arg Val Lys Ala Cys Ala Gin Leu Gly Glu Pro Asp Phe Glu 
515 520 525 

Gin Ala His Ser Leu Leu Val Gin Thr Tyr Tyr Gin Tyr Leu Tyr Lys 
530 535 540 

Asp Gin Ser Leu Leu Phe Arg Glu Gin Ala Ser Pro Val lie Thr Asp 
545 550 555 560 



Ala lie Ala Asn Ala Phe Ala His Leu Ser Thr Asn Pro His Tyr Leu 
565 570 575 



Tyr Ser Gin Lys Leu Val Pro Ser Glu His Leu Asp lie Lys Asp Ser 
580 585 590 
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Val lie lie Asn 
595 

Leu Pro Phe Thr 
610 

Gly Thr Val Pro 
625 

Asn Lys Tyr Glu 



Leu Asp Ala Leu 
660 

Thr Arg Thr Leu 
675 

Leu Cys Gin Arg 
690 

Glu Asp Thr Thr 
705 

lie Thr Trp Leu 



Asp Ala Gin Pro 
740 

Arg Asn Thr Asn 
755 

Gly Thr Pro Phe 
770 

Asp Gly Gly Asn 
785 

Gly Glu Cys Val 



Gly Thr lie Cys 
820 

Asn Thr Phe Asn 
835 

Asp Gly Lys Gly 
850 

Thr Pro Glu Pro 
865 

Lys Met Pro Pro 



Leu Thr Val Leu 
900 



Lys Leu Tyr Lys 
600 

lie Ala Ala Asp 
615 

Lys Asn Lys Leu 
630 

Gly Val Arg Ser 
645 

lie His Asn Ser 



lie Ser Tyr Val 
680 

Glu Leu Phe Trp 
695 

Glu Lys Leu Arg 
710 

Lys Ala Leu Glu 
725 

Leu Leu Glu Tyr 



Glu lie Asp Gin 
760 

Thr Val Glu Glu 
775 

Gly Leu Pro Ser 
790 

Asn Gly Gin Glu 
805 

Val Cys Asn Asp 



Cys Val Pro Gly 
840 

Gly Leu Val lie 
855 

Ser Ala Glu Pro 
870 

Arg Val Arg Ala 
885 

Leu lie lie Tyr 



Glu Ser Leu Glu 



Asn Trp Arg Tyr 
620 

Asn Asp Arg Trp 
635 

Pro Gin Pro Tyr 
650 

Val Ser Gin Val 
665 

Leu Lys Phe Gin 



Leu Ser Glu Gly 
700 

Glu Thr Met Lys 
715 

Met lie Ser Gly 
730 

Tyr Glu Pro Leu 
745 

Val Val Val Gly 



lie Pro Lys Thr 
780 

Glu Asp Arg Val 
795 

Cys Leu Leu Asp 
810 

Gly Leu Tyr Thr 
825 

Asn Pro Ala Asp 



Gly Leu Phe Asn 
860 

Glu Pro Thr Ala 
875 

Ala Thr Ser Pro 
890 

Phe Ala Leu 
905 



Ser Phe Thr Lys 
605 

Glu Leu Phe Asp 



Trp Glu lie Arg 
640 

Asn Thr Ser Asn 
655 

His Ser Pro Ala 
670 

lie Leu Lys Ala 
685 

Cys lie Leu Ser 



Leu Gly Ser Ser 
720 

Lys Gly Glu Leu 
735 

lie Asn Trp Leu 

7 50 

Trp Asp Gly Glu 
765 

Arg Gin Pro Gly 



Ala Phe Pro Gly 
800 

Ser His Cys Asn 
815 

Leu Glu lie Gly 
830 

Ser Gly Phe Gly 
845 

Asn Glu Val Thr 



Lys Thr Thr Thr 
880 

Phe Ser Leu Tyr 
895 
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<210> 13 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 13 

cacaggttcc accaccccaa ctatctc 27 



<210> 14 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 
<400> 14 

His His Glu Met Gly His 
1 5 



<210> 15 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 15 

Asp Arg Val Tyr lie His Pro PheHis Leu 
15 10 



<210> 16 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 
<400> 16 

Asp Arg Val Tyr lie His Pro Phe His 
1 5 

<210> 17 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 17 

Asp Arg Val Tyr lie His Pro Phe 
1 5 
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<210> 18 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : motif s 
<400> 18 

Asp Arg Val Tyr lie His Pro 
1 5 



<210> 19 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 19 

Asp Arg Val Tyr lie His 
1 5 



<210> 20 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : motif s 
<400> 20 

Asp Arg Val Tyr lie 
1 5 



<210> 21 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 21 

Arg Val, Tyr lie His Pro Phe His Leu 
1 5 



<210> 22 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : motif s 
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<400> 22 

Arg Val Tyr lie His Pro Phe 
1 5 



<210> 23 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot i fs 
<400> 23 

Lys lie Asn Glu Thr Glu Asn Ser lie Asn 
15 10 



<210> 24 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 24 

lie Ala Arg Arg His Pro Tyr Phe 
1 5 



